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aggrecan, 358:523 

and fibromodulin distribution in knee 
joint, 355:577 

peptide methionine sulphoxide reduc- 
tase and, 355:819 

Agglutinin, salivary, identical with gp-340, 
359:243 

Aggrecan, from articular cartilage, chon- 
droitin sulphate linkage regions in, 
age- related chi inges in, 358:523 


Aggrecan core protein proteolysis, in knee 


cartilage and synovial fluid, 358:615 
Aggrecan domains, in biosynthesis, glycos- 
aminoglycan modification, and prod- 
uct secretion, 354:199 
Albinism, oculocutaneous, molecular ba- 
sis of. 355:259 


Albumin, advanced glycation end-prod- 


ucts derived from, vascular endothe- 


lial cadherin complex disruption by, 
359:567 


Alcaligenes xylosoxidans, nitrite reductase 
{/caligenes xylosoxidans, nitrite reduct 


type 2 copper centre mutants of, 353: 
259 


Aldehyde dehydrogenase, arachidonic ac- 


id-increased expression of, in hepa- 
toma cells, 357:811 


Aldose reductase, S-nitrosothiols in mod- 


ification of, 358:111 


Alkyl hydroperoxidase AhpC, from Myco- 


bacterium tuberculosis, 354:209 


Allosteric control, in multidrug resistance 


protein, 356:71 


Alternative oxidase gene family, of Can- 


dida albicans, 356:595 


Alveolar epithelium, IL-18 receptor an- 


tagonism in, in NF-«B translocation 
activation, 355:29 


Alzheimer’s disease, Flemish variant of, 


amyloid B- protein fibril assembly and 
toxicity in, 355:869 


Amine oxidase, semicarbazide-sensitive 


activation of, adipocyte differentia- 
tion and, 358:335 


Amine oxidase substrates, insulin-like ef- 


fects on adipocyte differentiation, 
356:769 


Amino acid(s): see also specific amino acid. 


effect on hepatocyte cycling glucose, 
358:665 
polar, in exchangers, 357:1 


Amino acid transporters 


heterodimeric, heavy chain 4F2hc in, 
355: 25 

System A, in skeletal muscle and adi- 
pose tissue, 355:563 

System L 
in placenta, 356:719 
regulation during T cell activation, 

358:693 


tions in, 355:131 
S-Adenosyl-L-methionine decarboxylases, 
in nlante 353-4123 


| 
| 
| 
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-Aminoethyl diphenylbor: ite, store-oper- 
ited Ca** channel inhibition by, in 
fiver cells, 354:285 
5-Aminolaevulinate synthase gene expres- 
sion, CRI B and, 353:307 

AMP, cyclic: see cAMP. 

AMP-activated protein kinase, B-1 sub- 
unit of, post-translational modifica- 
tions of, 354:2 

Amphibia, DNase | from, 357:473 

Amphoterin, release by erythroleukz 1emia 
cells, hexamethyl lenebisacetamide in, 


Amyloid precursor protein ectodomain, 
shedding of, TNF-a-converting en- 
zyme regulation of, 357:78 

Amyloid £-protein, fibril assembly and 
toxicity of, Flemish Alzheimer’s dis- 

ise variant and, 355:869 

{nabaena, Ser/Thr/His kinase from, 360: 


Anandamide, cell signalling mediated by, 
360:67 
Androgen receptor-specific DNA binding, 


to element in secretory component 
gene, 353:611 
Anginex, angiogenesis inhibition by, 354: 
33 


Angiogenic peptide, HIV 
ling properties of, 3 
Angiotensin I] 
connexin-43 expression and, in liver ep- 
Is 


encoded, signal- 


53:569 


ithelial cells, 357:769 

cyclic ADP-ribose formation stimulated 
by, in neonatal cardiac myocytes, 354: 


insulin interaction with, in tubular epi- 


thelial cells, 360:87 


in regulation of gene encoding fatty acid 
synthase, 357:899 
Angiotensin-convesting enzyme, jux- 


tamembrane and extracellular do- 


mains of, in ectodomain shedding, 


{nguilla japonica gills, mucous cells in, 
galactose-binding C-type lectin in, 
360: 107 

Anhydrothrombin, preparation and char- 
acterisation of, 354:309 

Anion channel, voltage-dependent, cal- 
cium binding and translocation by, 
mitochondrial function and, 358:147 

Anion exchange protein, in erythrocyte, 
dimeric interface of, 359:661 

\nionic peptides, in delivery of oligonu- 
cleotides into mammalian cells, 354: 
671 

Annexin A5 gene promoter, functional 
analysis of, 356:571 

Inopheles gambiae, GST in, DDT resis- 
tance and, 359:295 

Anosmin-1, fibronectin and whey acidic 
protein domains of, modelling of, 


357:647 

Antibiotic binding, of galactose-H~ sym- 
porter, cysteine mutations and, 353: 
709 


Antibody Fv fragment, conjugation to vi- 
rus coat protein, 356:867 

Anti-Fas, apoptosis induced by, ceramide 
signalling in, 357:407 

Antimicrobial peptides, amphipathic, 
from scorpion venom, 359:35 

Antimonite, in regulation of ArsA kinet- 
ics, 360:589 

Antithrombin III, heparin pentasaccha- 
ride bound to, conformation of, 359: 
265 


a,-Antitrypsin 


glycans on, in congenital disorders of 


glycosylation type I, 359: “ges 
Portland variant of, HIV-1 replication 
and, 360:127 


Antitumour RNase, human second gener- 
ation, structure and functions of, 358: 
241 


Aorti “ smooth muscle cells of, sphingosine 


1-phosphate regulation of DNA syn- 

thesis and migration in, 353:139 
Aortic smooth muscle, glucose transport 
in, CAMP and cGMP regulation of, 


353:513 


hea al transport, in kidney epithelial cells, 


10lesterol depletion and, 357:11 
\p amen c translocation, and phos- 
phatidic acid interaction with phos- 
phatidylethanolamine, 354:681 


Apolipoprotein A-I, in intracellular cho- 


lesterol transport, 358:79 
\polipoprotein B 
in chylomicron assembly and fat absorp- 
tion, 356:821 
tunicamycin-induced ubiquitination and 
degradation of, in HepG2 cells, 353: 


493 


Apolipoprotein B mRNA editing 


phosphorylation regulatory function in, 
357:661 
RNA splicing regulation of, 359:697 


Apoptosis 


anti-Fas-induced, ceramide signalling 
in, 357:407 

of choriocarcinoma cells, trichosanthin- 
induced, reactive oxygen species in, 
355:653, 358:792 

cladribine-induced, of leukaemia cells, 
Caspases and, 359:537 

of colon cancer cells, bile acid hydro- 
phobicity and, 356:481 

of endothelial cells, graminelysin | in- 
duction of, 357:719 

of haematopoietic cells, thymineless 
stress and, 353:101 

hydrogen peroxide-induced, lysosomal 
rupture and, 356:549 

induction of, zebrafish caspase-3 in, 
360:39 

inhibition by extracellular K*, 357:137 

of Jurkat cells, pyridine nucleotide oxi- 
dation in, 353:357, 354:727 

Max transcriptio factor regulatio n dur- 
ing, by dephc ition and cleav- 

705 


age, 358: 
mitochondria-mediated, in 1-170 glyco- 
protein-expressing cells, 355:587 
oxidised LDL-induced, flavonoids in 
protection against, 358:547 
PMA-induced, lysophosphatidic acid 
and, 359:227 
sphingosine-induced, lysosomal pro- 
teases and, 359:335 
['NF-a-related ligand-induced, in mam- 
mary epithelial cells, 360:31 
X-linked inhibitor of, in bone marrow- 
derived macrophage apoptosis resis- 
tance, 353:299 
AP-1: see Activator protein-1. 
{rabidopsis thaliana 
copper chaperone in, 357:545 
ferritin gene family in, 359:575 
fructose-6-phosphate 2-kinase/fructose- 
2,6-bisphosphatase from, kinetics and 
structure of, 359:591 
FYVE zinc-finger proteins in, phospho- 
inositide binding by, 359:165 
phosphatidylinositol phosphate kinase 
from, phosphz itidylinositol bisphos- 
phate synthesis by and phosphoryl: 
tion inhibition of, 359:583 
sucrose/stress regulation of UDP-glu- 
cose pyrophosphorylase gene in, 
354:67 
Arabinofuranohydrolases, in barley, 356: 
181 
Arabinofuranosidase, from Pseudomonas 
cellulosa, 358:599 
substrate specificity of, 358:607 
Arabinoxylan, in barley, 356:181 


w 
an 


Arachidonic acid 


aldehyde dehydrogenz ise expression in- 
creased by, in hepatoma cells, 357: 
811 

metabolism of, 12-lipoxygenase path- 
way of, 353:91 


Archaeum, —hyperthermophilic, cold 


shock-inducible FK506- binding pro- 
tein from, 357:465 


Arginine methylation, of heterogeneous 


nuclear E1B-AP5, 


and, 355: 741 


ArsA kinetics, antimonite regulation of, 


360:589 


Arteries, diacylglycerol kinase @ transloca- 


tion and activation in, er 


tide 3-kinase in, 353:12 


Articular cartilage aggrecan, chondroitin 


sulphate linkage regions in, age-re- 
lated changes in, 358:523 

\rticular chondrocytes, hyaluronan syn- 
thase regulation and expression in, 
354:17 

Arylamine N-acetyltransferase NATI, 


structural analysis of, 356:327 


Ascorbate 


and cyto-/geno-toxicity of peroxynitrite, 
356:509 
in protection agains 
age, AP-1 in, 356 
ASH-I: see Achaete-scute homologue-|! 
(ASH-1). 


tU V-induced dam- 


Asparagine synthetase, induction of aspar- 


aginase resistance by, in leukaemia 
227.29 
cells, 357:321 


Asparagine synthetase substrate availabil- 


ity, in asparaginase-resistant 
MOLT-4 leukaemia cells, 358:59 


Asparagine-linked oligosaccharides, in 


hyrotropin receptor expression, 354: 
331 

Aspartate, threonine synthesis from, in 
Escherichia coli, 356:425 

Aspartate aminotransferase, Escherichia 
oli kynurenine aminotransferase and 
glutamine transaminase K identity to, 

{spergillus niger, a-glucosidase from, cata- 
lytic nucleophile in, 359:381 

Astrocytoma cells, leukaemia inhibitory 
factor and oncostatin expression in, 


355:307 


Atherosclerosis 
platelet-activating factor acetyl payee 
lase and transacetylase activity and, i 
plasma LDL, 357:457 
tunicamycin-it nduced u biquitination of 
apolipoprotein B in, 353:493 
ATP 
secretion in liver, stimulation by thera- 
peutic bile acids, 358:1 
yeast acetohy droxyé synthase regula- 
tion by, 357:749 
ATP synthase, mitochondrial bovine, 
DMSO effect on, 353:215 
ATP synthesis _ 
in B cells, Ca** control of, 353:175 
binary mitochondrial heteroplasmy and, 
357:835 
ATPase, calcium-activated, in sarcoplas- 
mic reticulum, interaction of phos- 
pholamban residues with, 355:699 
ATP-consuming processes, hierarchies of, 


Atrial muscle cells, endothelin-induced 
GATA-4 phosphorylation in, 359:375 

Atrial natriuretic peptide, natriuretic pep- 
tide receptor preference for, 358:379 

Autoimmunity, thyroid, hydrogen perox- 
ide-induced production of immuno- 
reactive thyroglobulin in, 360:557 

Autophagosome formation, in liver, cell 
volume and, 354:31 
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ATC receptor trafficking 
639 


36 
B 
B cells 
ATP synthesis in, Ca** control of, 353: 
175° 
insulin secretion from, preptin and, 360: 
431 


stimulation of, methyl pyruvate and, 
354:345 sndx1]B33 bacterium, capsu- 
lar polysaccharide structure in, 357: 
505 
Bacillus, 1,3-1,4-B-glucanase  presteady- 
state kinetics in, 357:195 
Bacillus subtilis phosphotrehalase, in mod- 
ifying trehalose 6-phosphate level in 
yeast, 353:157 
Baculoviral soluble bet ig 
neutralisation by 
Baculovirus, and human protein phospha- 


tase 2A overexpression in insect cells, 
357:225 


glycan, TGF-B 


Bad, survival factor-induced phosphoryla- 
tion of, Bel-2 and, 359:345 
Barley, arabinoxylan and arabinofurano- 
hydrolases in, 356:181 
Barley grain, low-phytate mutants of, ino- 
sitol phosphates from, 354:473 
Basement membrane, laminin assembly 
in, RNA interference of, 360:167 
Basophilic leukaemia-1 cells, in _ rat, 
SERCA pump reuptake in, 353:561 
Bel-2, Bad translocation inhibition by, 
359:345 
Beckwith-Wiedemann syndrome, 
localisation and, 355:715 
Bernard-Soulier haemorrhagic disorder, 
platelet glycoprotein GPIb-IX in, 
358:295 
Betaglycan, recombinant baculoviral solu- 
ble. 355 
B-pep-4 folding, hydrophobic core residue 
effects on, 357:739 
BFIT acyl-CoA thioesterase, induced by 
cold exposure in brown adipose tis- 
sue, 360:135 
Bifunctional enzyme, PPARa@ activation 
by; 353:253 
Bile acids 
hydrophobicity of, correlation with co- 
lon cancer cell apoptosis and/or 
growth arrest, 356:481 
therapeutic, in stimulation of ATP se- 
cretion in liver, 358:1 
Birds 
gonadotropin inhibitory hormone in, 
354:379 
muscle-specific thermogenesis in, un- 
coupling protein homologue and, 
353:441 
B/K protein transport, cysteine cluster in 
360:441 
Bladder epithelium, uroplakin pair forma- 
tion and plaque composition in, 
Blood coagulation Factor [X, activation 
by protein: ises from Porphyromonas 
gingivalis, 353:325 
Blue fluorescent protein, combining fluo- 
rescent Ca** dyes with, 356:345 
BMB88, cloning and localisation of, 355:715 


Bone marrow, macrophages derived from, 
X-linked inhibitor of apoptosis pro- 
tein expression in, 353:299 

Bovine mitochondrial ATP synthase, di- 
methyl sulphoxide and, 353: 

Bradykinin, phosphoinositide hydrolysis 
induced by, IL-18 enhancement of, 


354:439 

Bradykinin receptors, agonist-promoted 
trafficking of, 355:741 

Brain 


dynamin in, chloride intracellular chan- 
nel protein CLIC4 complex binding 
to, 359:55 

GLUT9 in, activity and genomic organi- 
sation of, 350.771 
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interaction of dihydropyridine receptors 
and ryanodine receptors in, 354:597 
ischaemia/reperfusion in, translation 
control in, 357:819 
Breast cancer cells 
epiglycanin biosynthesis and shedding 


proliferation of, palmitoylethanolamide 
inhibition of, 358:249 
Brefeldin A-sensitive ADP-ribosylation 
factor, in regulation of coat-protein 
complex proteins on phagosomes, 
355:409 
BST-1/CD157, 
of, 357:385 
Bucandin, NMR structure of, 360:539 
Bungarus candidus venom, bucandin from, 
NMR structure of, 360:539 
Butyrylcholinesterase, and heat- 
induced inactivation of, 356:487 


N-glycosylation mutants 


‘2 domain membrane binding, calcium 
ions in, 359:679 
Ca**-ATPase 
in endoplasmic reticulum 
in dental enamel cells, 358:217 
reurons and inhibition of, 356:805 
in SERCA, structural similarities with 
Na,K-ATPase, 356:685 
CaATP, as substrate for priming contrac- 
tion and pumping, 354:539 
Ca-*/calmodulin-dependent protein ki- 
nase, CD44 phosphorylation and, 
357:843 
Ca‘-binding proteins, neuronal calcium 
sensor family of, 353:1, 354:727 
Cadherin complex, disruption in vascular 
endothelial cells, albumin-derived ad- 
vanced glycation end-products in, 
359:567 
cADP-ribose 
angiotensin Il-stimulated formation of, 
in neonatal cardiac myocytes, 354:7 
calcium signalling and, in mouse sub- 
mandibular acinar cells, 353:555 
cADP-ribose receptor, pharmacologic 
characterisation of, 359:451 
cADP-ribose-CD38 complex, kinetic com- 
petence of, 358:399 
Caenorhabditis elegans, O-glycosylation in, 
357:167 
Caffeine 
Ca~" stores sensitive to, in smooth mus- 
cle, 357:363 
ryanodine receptor sensitivity to, in 
skeletal muscle calcium channel, 
36():97 
Calcium 
in control of ATP synthesis in B cells, 
353:175 
di-isopropylfluorophosphatase _struc- 
ture and function dependence on, in 
Loligo vulgaris, 353:579 
extracellular sensing of, ecto-p120 for, 
360:579 
inositol trisphosphate receptor regula- 
tion by, calmodulin binding site mu- 
tation and, 360:395 
intracellular, inducible nitric oxide syn- 
thase expression and, 354:351 
mobilisation of, in VWEGF-induced pros- 
tacyclin production, 353:503 
in stabilisation of semiquinone radical 
of pyrroloquinoline quinone, 357:893 
voltage-dependent anion channel bind- 
ing and translocation of, mitochon- 
drial function and, 358:147 
Calcium channels, store-operated, 2-ami- 
noethyl diphenylbor: ite inhibition of, 
in liver cells, 354:285 
Calcium current, Ca** release-activated, 


regulation by ryanodine receptors, in 
inositol trisphosphate-deficient cells, 
360:17 
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Calcium dyes, fluorescent, combining with 
fluorescent proteins, 356:345 
Calcium influx 
diacylglycerol-activated, — in 
cells, 358:717 
1 neutrophils, inositol trisphosphate 
binding and, 355:139 
cium ions, in C2 domain membrane 
binding, 359:679 
Calcium mobilisation, bradykinin-medi- 
ated, IL-18 enhancement of, 354:439 
Calcium pump 
plasma membrane, catalytic core in ac- 
tivation of, 356:241, 357:911 
structure and mechanism of, 356:665 
Calcium release 
cADP-ribose receptor pharmacology in, 
ymal, nicotinic acid-ADP and, 


adrenal 


nitric oxide and cGMP-mediated, in pa- 
rotid acinar cells, 355:87 
Calcium reuptake, sarcoplasmic/endoplas- 
mic reticular, in rat basophilic leukae- 
mia-1! cells, 353:561 


cium signalling, in mouse submandib- 
ular acinar cells, effects of inositol 
trisphosphate, cADP-ribose, and nic- 
otinic acid-ADP on, 353: 
cium store, sarcoplasmic reticulum and 
mitochondrial, in smooth muscles, 
357:363 
Calcium-activated ATPase, in sarcoplas- 
mic reticulum, interaction of phos- 
pholamban residues with, 355:699 
cium-binding proteins, thioredoxin 
boxes of, in protein folding, 357:83 
Calmodulin 
binding to neuronal 
thase, hsp90 in, 355:: 
myosin VIIA association with, 354:26 
Calmodulin wre. suramin analogue in- 
hibition of, 355:827 
Calmodulin binding site mutation, effect 
on calcium regulation of inositol 
trisphosphate receptor, 360:395 
Calmodulin MMP-1 processing 
by, 359:32 
Calmodulin-bin alias proteins, transient re 
ceptor potenti: al TRP4 as, 355:663 


Calnexin, in oculocutaneous albinism, 
355:259 


nitric oxide syn- 


Calpastatin, phosphorylation of, intracel- 
lular location and, 354:25 
Calponin gene, in smooth muscle, G pro- 
tein-coupled receptor activation of, 
357:587 
cAMP 
in glutamine:fructose-6-phosphate ami- 
notransferase | regulation in Dro- 
sophila, 360:401 
in regulation of glucose tr 
aortic smooth muscle, 35: 513 
cAMP early repressor, induced, cell pro- 
liferation and, in adipocytes, 354:169 
cAMP response element-binding protein 
(CREB) 
pana ulinate synthase gene ex- 
pression and, 353:307 
Msx3 protein interaction with, 
phosphospecific cell-based ELI 
355:879 
cAMP response element-binding protein- 
related protein, as transcriptional ac- 
tivator of unfolded protein response, 
355:19 
Canalicular membrane fluidity, cyclo- 
sporin A and, 354:591 
Canatoxin, as jack bean urease variant, 
360:217 
Cancer 
catabolic muscle in, cathepsin L in, 360: 
143 
glycogen synthase kinase-3 and, 359:1 
Candida albicans 


insport in 
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alternative oxidase gene family from, 
356:595 
effect of histatin 5 and derived peptides 
on, 356:361 
Candida boidinii, formate dehydrogenase 
from, active-site characterisation of, 
354:459 
Carbohydrate, liver galectin 
with, 358:529 
Carbohydrate-binding modules 
in Pseudomonas cellulosa pectate lyase, 
355:155 
recombinant, glycosylation and, 358:423 
superfamily of, 356:791 
Carbon monoxide 
binding and photodissociation kinetics 
of, in Pseudomonas stutzeri cd, nitrite 
reductase, 355:39, 356:911 
binding to nitric oxide synthase haem 
domain, 358:201 
Carcinogenesis, gap junction communica- 
tion in, polyamine regulation of, 357 
489 
Cardiac: see also Heart entries. 
Cardiac function, 
line regulation of 
Cardiac hypertrophy, decarbox- 
ylase and, 358:25 
Cardiac muscle, Mg 
Cardiac muscle cells 
endothelin-induced GATA-4 phosphor- 
ylation in, 359:375 
in neonatal rat, angiotensin []-stimu- 
lated cyclic ADP-ribose formation in, 


354:727 


nteraction 


effect on, 354:539 


Cardiocytes, adenoviral gene transfer 
modifications of eIF4A in, 356:557 
Cardiovascular disease, screening of endo- 
thelin-converting enzyme inhibitors 
in, fluorescence assays for, 356:813 
Caricain, catalytic mechanism of, confor- 
mational change in, 357:343 
Carnitine palmitoyltransferase I gene 
transcription, in liver, fatty acid regu- 
lation of, 354:189 
B,B-Carotene 15,15’-dioxygenase, expres- 
sion and localisation of, 354:521 
Cartilage 
aggrecan from, chondroitin sulphate 
linkage regions in, age-related 
changes in, 358:523 
hypertrophic, UDP-glucose pyrophos- 
phorylase in, 360:667 
of knee, aggrecan core protein proteol- 
ysis in, 358:615 
Cartilage oligomeric matrix protein, as 
marker for articular chondrocyte dif- 
ferentiation state, 358:17 
B-Casein, cation-dependent structural fea- 
tures of, 356:277 
Casein kinase 1, p47°"°* phosphorylation 
by, in leucocytes, 358:783 
Casein kinase 2, phospholipase D1 inter- 
action with, 354:369 
Caspase(s) 
activation of 
ceramide signalling and, in anti-Fas- 
induced apoptosis, 357:407 
polyamine depletion and, 355:199 
in cladribine-induced apoptosis of leu- 
kaemia cells, 359:537 
Caspase homologue in- 
hibition by, 
Caspase-3 
activation of, in apoptosis, 353:357, 354: 


397 


in oxidised LDL-induced apoptosis, fla- 
vonoids in protection against, 358:547 
in zebrafish, apoptosis induction and, 
360:39 
Caspase-5, in Max regulation during apo- 
ptosis, 358:705 
Caspase-9, cDNA and promoter of, 360:49 
Cassava linamarase, active site residues, 
353:199 


Catalase-like activity, of horseradish per- 
oxidase, 354:107 

Catalytic antibodies, induced by active im- 
munisation, 360:151 

Cataract, MMP-2 overexpression and, 
357:41 

p- Catenit , p85 interaction with, 360:335 

( ‘athepsin D, maturation of, kinase-defi- 


cient phosphoinositide 3-kinase and, 
353:655 

Cathepsin L, in wasting skeletal muscle, 
360:143 


Cation-dependent structural features of 
B-casein, 356:277 

Cationic lipids, reducible, for gene trans- 
fer, 356:747 

Caveolae, membrane type | matrix metal- 
loproteinase in, 353:547 

Caveolae/lipid rafts, in fibroblast-like sy- 
noviocytes, ectopeptidases in, 354:47 

Caveolin-containing membrane domains, 
detergent soluble, G protein target- 
ting to, 355:323 

Caveolin-scaffolding domain, inhibition of 
neutral sphingomyelinase in microdo- 
mains, 355:859 

Caveolin-1, oestrogen receptor activation 
by, 359:203 

CBP: see Cyclic AMP response element- 
binding protein. 

CcmG protein, from Escherichia coli, in 
cytochrome c assembly, 355:51 

CD33-related sialic acid-binding immuno- 
globulin-like lectin, association with 
Src homology domain-containing 
protein tyrosine phosphatases, 
353:483 

CD44 phosphorylation, Ca? */calmodulin- 
dependent protein kinase and, 
843 

CD28, clathrin-associated adaptor prot 
complex 2 interaction with, 359: 

CD38-cADP-ribose complex, kinetic com- 
petence of, 358:399 

cd, ise, Structural relaxations 
in, 355:39, 356:911 

Cdc6 protein, Mcm2 protein interaction 
with, in budding yeast cells, 354:655 

Cdce42Hs, Rho GDP dissociation inhibi- 
tor-binding-defective mutant of, 
function of, 359:285 

Ceacaml and Ceacam2 genes, tissue-spe- 
cific and embryonic expression of, 


ein 


355:417 

Celecoxib, cyclo- oxygenase-2 inhibition 
by, 357:709 

Cell adhesion, dendroaspin inhibition of, 
proline role in, 355:633 


Cell cycle 
protein phosphatase | and focal adhe- 
sion kinase association dependent on, 
358:407 
S phase of, Mad3 gene expression in, 
359:361 
Cell cycle progression 
of erythroleuk: remia cells, inositol lipid 
reguiation of, 357:905 
polyamine rei and, 354: 
Cell death, necrotic, during hypoxia, phos- 
phoinositide 3-kinase and, 358:481 
Cell energetics, direct vs indirect estimates 
of, 355:389 
Cell hydration, autophagosome formation 
and, in liver, 354:31 
Cell nucleus, functional architecture in, 
356:297 
Cellobiohydrolase, of Family 7 glycosi- 
dase, engineering to alkaline pH op- 
timum, 356:19 
Cellulomonas fimi, carbohydrate-binding 
module from, glycosylation of, 358: 


717 


423 
Cellulose, Pseudomonas rhamnogalactu- 
ronan lyases binding of, 355:167 


Ceramide, pleckstrin homology domain 
translocation and, 354:359 

Ceramide signalling, in anti-Fas-induced 
apoptosis, 357:407 

Ceroid lipofuscinosis, late infantile neuro- 
nal, enzyme replacement therapy for, 
recombinant hur nan CLN2 protein 
in, 357:49 


cGMP 
Ca-* release mediated by, parotid 
acinar cells, 355:87 
in regulation of glucose tra nsport in 
aortic smooth muscle, 353:513 


cGMP phosphodiesterase, mutations of, 
in retina, 353:467 

cGMP-dependent protein kinase, phos- 
phodiesterase 5 activation and guan- 
ylate cyclase inhibition by, 360:199 

cGMP-selective phosphodiester: ise, from 
Dictyostelium, 353:635 

Chagas’ Trypanosoma cruz 
somal phospholipase A, in, 355:765 

Chaperone, constitutive hsp70 as, 360:413 

Chaperone-like activity, in unfolding and 

of quinone oxidoreductase, 


C large-pair association, in human re- 
duced folate carrier, 358:511 
Chemical stress, methionine sulphoxide 
reductase coinduction with GST dur- 
ing, 360:675 
Chemokine genes 
stress, 360:321 
Chemokine-like factor 1, molecular clon- 
ing and characterisation of, 357:127 
CHH-like peptides: see Crustacean hyper- 
glycaemic poets ke peptides. 
Chicken, skeletal muscle of, transverse tu- 
bule ecto-ATPase activity in, 353:521 
Chicken ovalbumin upstream promoter- 
transcription factor 1, in transcription 
of L-type pyruvate kinase gene, 358: 
17 
Chlamydomonas reinhardtii, thioredoxin 
from, crystal structure of, 359:65 
Chloride intracellular channel 
CLIC4 complex, binding to brain dj 
namin, 350:55 
Chloroplast, ATP synthase mutation in, 
F,-ATPa activity regulation by, 
357:911 
Chloroquine, haem detoxification inhib- 
ited by, 355:333 
Cholesterol 
absorption by intestinal scavenger re- 
ceptor class B, 356:317 
biosynthesis from lanosterol, 353:689 
depletion of, and apical transport in 
kidney epithelial cells, 357:11 
intracellular transport of, apolipopro- 
tein A-I in, 358:79 
in syncollin interaction with pancreatic 
membrane zymogen granules, 
356:843 : 
Cholesterol homoeostasis, smooth endo- 
plasmic reticulum membrane lipids 
and, 358:415 
Cholesteryl ester transfer protein, HDL 
generation and, 360:379 
Chondrocyte, articular, differentiation 
state of, cartilage oligomeric matrix 
protein and collagen IX as markers 
for, 358:17 
Chondrocyte de-differentiation, molecular 
mechanisms of, 360:461 
Chondrocyte-expressed protein 68, as 
marker gene, 353:169 
Chondroitin sulphate linka 
related changes in, 35 
Choriocarcinoma cells, trichosanthin-in- 
duced apoptosis of, reactive oxygen 
species in, 355:653, 358:792 
Chromosome association, of kinesin su- 
perfamily member 4 during mitosis, 
360:549 


regulation by oxidative 


e regions, age- 
523 
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Chylomicron assembly, apolipoprotein B 
in, 356:821 
Chylomicron remnants, hepatic VLDL se- 
cretion and, 357:481 
c-Jun N-terminal kinase-interacting pro- 
tein 
and gene expression in neonatal ventric- 
ular myocytes, 358:489 
in oxidised LDL-induced apoptosis, fla- 
vonoids in protection against, 358:547 
TMF-a receptor activation of, 359:52: 
c-Jun promoter activities, AP-1 in tran- 
scriptional control of, 360:599 
Cladribine, leukaemia cell apoptosis in- 
duced by, caspases and, 359:537 
Clathrin, adaptor protein complex 2 asso- 
ciated with, interaction with cytotoxic 
T lymphocyte antigen 4 and CD28 
359:427 
CLN2 protein, recombinant human, for 
enzyme replacement therapy in late 
infantile neuronal ceroid lipofuscino- 
sis, 357:49 
Clostridium symbiosum,  glutamate/nor- 
leucine dehydrogenase hybrids from, 
allosteric properties of, 360:651 
c-Met, in mouse kidney, negative regula- 
tion of, 353:317 
c-Myb, in up-regulation of methionine ad- 
enosyltransferase in Jurkat cells, 353: 
163 
c-Myc protein synthesis, after genotoxic 
stress. internal ribosome entry seg- 
ment in, 359:183 
Co-activator protein, transactivation me- 
diated by, thyroid hormone receptor 
monomers and, 360:387 
Coactosin-like protein, as human F-actin- 
binding protein, 359:255 
Coat-protein complex proteins, on phago- 
somes, regulation by brefeldin A-sen- 
sitive ADP-ribosylation factor, 355: 


409 

Coenzyme A diphosphatase, peroxisomal, 
357:33 

Cofilin, Na,K-ATPase @ subunit interac- 


tion with, 353:377 

Cold exposure, acyl-CoA  thioesterase 
BFIT induced by, 360:135 

Cold shock, FK506-binding protein in- 
duced by, from hyperthermophilic ar- 
chaeum, 357:465 

Collagen, sulphz itide- triggered neutrophil 
spreading on, 359:621 

Collagen fibrils, in healing skin, dermatan 
sulphate in, 358:157 

Collagen II gene, regulation of, in chon- 
drocyte de-differentiation, 360:461 

Collagen IX, as marker for articular chon- 
drocyte differentiation state, 358:17 

Collagenase promoter activities, AP-1 in 
transcriptional control of, 360:599 

Collagenase-1, induction in fibroblasts, 
p38 MAP kinase and, 355:437 

Colon, descending, mucin glycans from, 
Sd*-antigen-like structures in, 
358:657 

Colon cancer cells, apoptosis or growth 
arrest of, bile acid hydrophobicity 
and, 356:481 

Colony-stimulating factor receptor, in 
macrophage differentiation in my- 
eloid cells, 358:431 

Complement C3, retinoic acid regulation 
of, in adipocytes, 356:445 

Congenital disorders, of glycosylation type 
I, altered glycan processing in, 359: 
249 

Connective tissue growth factor 

in diabetic nephropathy, 359:77 
uptake and intracellular of, 

359:89 

Connexin-43 expressing cells, gap junction 
communication in, polyamine regula- 
tion of, 357:489 
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Constitutive androstane receptor, 
CYP2B/ gene regulation by, 355:71 
Copper AT gies ise mutants, functional anal- 


ysis of, 7:217 
Copper iperone, in Arabidopsis, 
357:545 


Cortactin, translocation to cytoskeleton, 
thrombopoietin stimulation of, 356: 
875 

Crab, pericardial organs of, CHH-like 
peptides in, 356:159 

CREB: see cAMP response element-bind- 
ing protein. 

Cresol, ryanodine receptor sensitivity to, 
in skeletal muscle calcium channel, 
360:97 

Crk binding sites, of paxillin, tyrosine 
phosphorylation of, 360:57 

Crustacean hyperglycaemic hormone-like 
peptides, in crab pericardial organs, 
356:159 


a-Crystallin 


kinetic competition with aggregation for 


unfolding a-lactalbumin, 354:79 
in unfolding and refolding of quinone 
oxidoreductase, 359:547 

CSF receptor: see Colony-stimulating fac- 
tor receptor. 

CTP synthase, inhibition by glutamate 
y- — in Escherichia coli, 
356:223 

Cu,Zn dismutase, lipid modi- 
fication of, 359:17 

Cyanobacterial protein HstK, serine/thre- 
onine kinase and histidine kinase do- 
mains in, 360:639 

Cyanobacterial ycf{37, photosystem I con- 
tent of, 357:211 

Cyclo-oxygenase-2, selective inhibition by 
diz irylheterocyclic inhibitors, 357:709 

Cyclophilin D, adenine nucleotide trans- 
locator isoform affinities for, 358:349 

Cyclosporin A, effect on canalicular mem- 
brane fluidity and transporter func- 
tion, 354:591 

CYP2B/ gene, regulation by constitutive 
androstane receptor, steroid co-acti- 
vator-1, and 355:71 

CYP2D6 holoprotein, NADPH-P450 oxi- 
doreductase effects on, 356:613 

Cyritestin genes, nonfunctional, 357:551 

Cystathione B-synthase, transcriptional 
regulation of, NF-Y and Sp1/Sp3 in, 
357: :97 

Cysteine, of SNAP, in SNARE disassem- 
bly and exocytosis, 357:625 

Cysteine- and glycine-rich protein 2, as 
marker of hepatic stellate cells, 359: 
485 

Cysteine cluster, in B/K protein transport, 
360:441 

Cysteine proteinase, catalytic mechanism 
of, conformational change in, 357:343 

Cystic fibrosis transmembrane conduc- 
tance regulator, endocytic signals in, 
354:561 

Cytochalasin B binding, by GLUT, 359: 
443 

Cytochalasin D, and sound attenuation of 
polymerising actin, 355:771 

Cytochrome b, reductase, human gene en- 
coding, structure and expression of, 
3593029 

Cytochrome c 

Fe(II1) reducing, from Geobacter sul- 
furreducens, 359:147 
mitochondrial, tributylin and, 356:621 
oxidation of formylfolates by, 354 4:115 
semisynthesis with noncoded  trypto- 
phan 59 analogues, 359:715 
Cytochrome c assembly, Esc herichia coli 


Cytochrome c protein NapB, from Hae- 
mophilus influenzae, 356:851 
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Cytochrome oxidase, yeast, site-directed 
mutations in, 354:407 
P450 2D6, catalytic activity 
f, phenylalanine 451 in, 355:373 
Cytochrome P450 7b1, in catalysis of 7a- 
hydroxylation of 7a-hydroxylation of 
25-hydroxycholesterol and dehydro- 
epiandrosterone in prostate, 355:509 
Cytokine(s), in superoxide dismutase i- 
duction, NF-«B and, 353:147 
Cytokine signalling, suppressor of: see 
Suppressor of cytokine signalling. 
Cytomegalovirus, MHC class I dislocation 
mediated by, ubiquitination in, 358: 
369 
Cytoprotection, by fatty acid-binding pro- 
teins, in kidney, 360:159 
Cytotoxic T lymphocyte antigen 4, clath- 
rin-associated adaptor protein com- 


plex 2 interaction with, 359:427 


( 


D 
Dansyl-labelled surfactant-associated pro- 
tein C, in phospholipid bilayers, 359: 
651 
DDT resistance, in Anopheles gambiae, 
GST and, 359:295 
Dehydroepiandrosterone, 7a-hydroxyla- 
tion of, Cyp7b1 catalysis of, in pros- 
tate, 355:509 
Deinagkistrodon acutus venom, serine pro- 
tease isoforms in, 354:161 
Dendroaspin, proline role in, 355:633 
Dendroaspin motifs, and selective inhibi- 
tion of integrins, 356:11 
Dental enamel cells, endopl ismic reticu- 
lum Ca-~-ATPase pump in, 358:217 
Deoxyhypusine — synthase, 
mutagenesis of, 355:841 
Dermatan sulphate, in healing skin, 358: 
157 
Desulfonispora_thiosulfatigenes, sulphoac- 
etaldehyde sulpho-lyase from, 
357:581 
Detergent insolubility, of glycosylphos- 
phatidyl-anchored membrane dipep- 
tidase, glycosphingolipids and, 
358:209 
DHICA oxidase activity: see 5,6-Dihy- 
droxyindole-2-carboxylic acid oxidase 
activity. 
Dhvar peptides, 
cans, 356:361 
Diabetes mellitus 
fatty acid level in, protein kinase C ac- 
tivation and, 357:275 
glycogen synthase kinase-3 and, 359:1 
muscle and adipose tissue in, phospho- 
inositide 3-kinase p85a_ regulatory 
subunit in, 360:117 
nephropathy in, connective tissue 
growth factor in, 359:77 
protein phosphatase 1 regulatory sub- 
unit R5 in, 360:449 
Diabetogenic action, of streptozotocin, 
potential mechanism of, 356:31 
Diacylglycerol, calcium inflow activated 
by, in adrenal cells, 358:717 
Diacyiglycerol kinase a activation, fatty 
acid inhibition of, in vascular smooth 
muscle cells, 357:275 
Diacylglycerol kinase 6, translocation and 
activation of, 353:129 
Diadenosine tetraphosphate hydrolase, 
from L lius, active-site 
residues of, 357:399 
Di: inhibitors, cyclo-oxy- 
genase-2 inhibition by, 357:709 
Dictyostelium 
cGMP-selective 
from, 353:635 
guanylate cyclase in, 354:697 
Diethyl pyrocarbonate, inhibition of 
NADPH oxidase and H~ channel as- 
sociated with, 358:315 
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Dihaem cytochrome c protein NapB, from 
Haemophilus influenzae, 356:851 
Dihydrodiol dehydrogenase 4/aldo-keto 

reductase 1C4 (DD4/AKRIC4) gene 

transcriptional regulation of by hepa- 

tocyte nuclear factors, 355:53 
Dihydropyridine receptors, ryanodine re- 


ceptor interaction with, in brain, 354: 
597 
5,6-Dihydroxyindole-2-carboxylic acid oxi- 
dase activity, of tyrosinase, 354:131 
la,25- Dihydroxyvitamin D,, in regulation 
of steroid sulphi itase activity during 
promyelocytic cell differentiation, 
355:361 
Di-isopropylfluorophosphatase, Ca~*-de- 
pendent structure and function of, in 
Loligo vulgaris, 353:579 
Dimethyl sulphoxide 
and bovine mitochondrial ATP syn- 
in stabilisation of weakly bound cross- 
bridges, 358:62 
Dimethylallyl diphosphate, synthesis from 
mevalonate, Escherichia coli in 
353:59 
Dioxygen, Escherichia coli flavohaemoglo- 
bin affinity for, 353:20 
Dipeptidase 
ohosphatidyl-anchored mem- 
brane, detergent insolubility of, gly- 
cosphingolipids and, 358:209 
renal, release from kidney tubules, gly- 
cosylphosph atidylinositol- ~specit ic 


Dipeptidyl peptid: ise 
in kidney, cloning and expression of 
353:283 
plasminogen interaction with, in matrix 
metalloproteinase-9 regulation in 
prostate cancer cells, 355:39 

Disintegrin metalloprotease, in regulation 
of amyloid precursor protein ectodo- 
main shedding, 357:787 

Disulphide bond formation, in C-terminal 
domain of mucin protein, 357:203 

DMSO: see Dimethyl sulphoxide. 

DNA, synthesis and migration of, sphin- 
gosine |-phosphate and, in smooth 
muscle cells, 353:139 

DNA damage 

metallothionein-1 as protector against, 
effect of localisation on, 355:473 

p53 phosphorylation induced by, 359 
459 

DNA enzymes, hepatitis B virus X gene 
inhibition by, 353:701 

DNA mismatches, mismatch-binding pro- 
tein MutS affinity for, 354:627 

DNA oligomer formation, kinetics of, 354 
481 

DNA synthesis, oxidised LDL and 
20 

DNase I 

in, 357:473 
N-glycosylation of, efficiency of, 355:245 

DNase I-hypersensitive sites, in whey 
acidic protein gene, 359:557 

DOCK180 binding, to phosphatidylinosi- 
tol trisphosphate, 354:7 

Donor substrate cleavage, by xyloglucan 
endotransglycosylase, 355:671 

Down’s syndrome, cystathione B-synthase 
gene in, transcriptional regulation of, 
357:97 

Doxorubicin, cell surface 


Drosophila 

aging-related protein oxidative damage 
in, 360:209 

glutamine:fructose-6-phosphate amino- 
transferase | regulation in, 360:401 

haemocyte-specific protein from, simi- 
larity to human von Willebrand fac- 
tor, 359:99 


nositol trisphosphate receptors in 
functional properties of, 359:435 
Drosophila cells, laminin assembly inter- 
ference by RNA in, 360:1 
Drosophila il transcription 
factor in Kel67 cell DNA tran- 
354:243 
Dynamin 
bradykinin receptor trafficking and, 355: 
4] 
in brain, chloride intracellular channel 
protein CLIC4 complex binding to 
359:55 
DYRK kinase, phosphoryl ition of elF2B 
and protein tau by, 355:609 
DYRKIA, tyrosine phosphorylation of 
359:497 
DYRKIA_ kinase, phosphorylation 


y 
transcription factor FKHR by, 355 
597 


E 

E1B-AP5_ ribonucleoprotein, heteroge- 
neous nuclear, arginine methylation 
of, 358:305 

Ebola virus, surface glycoproteins of, pro- 
protein convertase cleavage of, 353: 


‘4 
Ecto-ATPase activity, transverse tubule 
in chicken skeletal muscle, 353:521 
Ecto-p120, as cell surface nucleolar phos- 
phoprotein Nopp140, 360:579 
Ectodomain shedding, angiotensin-con- 
verting enzyme juxtz imembrane and 
extracellular domains in, 358:185 
Ectopeptidases, in synoviocyte caveolae 
lipid rafts, 354:47 
EGF receptor: see Epidermal growth fac- 
tor receptor 
Eicosanoids, in cardiac glucose transport 
regulation, 359:4 
eIF: see Eukaryotic initiation factor en- 
tries. 
Electrospray ionisation 
in biochemistry, 355:545 
in study of thermostz ibility of endoxyla- 
nase from Trichoderma reesel, 356:453 
ELISA: see Enzyme-linked immunosor- 
bent assay 
Elongation factor-2 kinase, phosphoryl 
tion of, by protein kinase A, 353:621 
Embryo fibroblasts, heparin binding do- 
main of, cell survival and, 356:531 
Endocrine cell secretory pathwe iy, green 
fluorescent protein oligomerisation 
in. 360:645 
Endocytic signals, in cystic fibrosis trans- 
membrane conductance regulator 
354:561 
Endocytosis, wortmannin and, 357:49 
Endoglucanase, mutant, formate reactiva- 
tion of, 355:79 
ndople ismic reticulum 
Ca-~-ATPase in 
in dental enamel cells, 358:217 
neurons and inhibition of, 356:805 
glucose 6-phosphate transporters in, in 
glycogen storage disease, 357:557 
laminin assembly in, RNA interference 
of, 360:167 
membrane lipids in, cholesterol ho- 
moeostasis and, 358:415 
phospholipase association with 
353:79 
skeletal muscle, Ca-~*-ATPase of 
structural similarities with Na,K-AT 
Pase, 356:685 
IPIP in, 360:277 
Endosome, phospholipase D1 localisation 
in, protein C termini in, 356:727 
Endosome-localised protein family, re- 
lated to sorting nexin 1, 358:7 
Endothelial cells 
apoptosis of, graminelysin I induction 
of, 357:719 


in liver, chelatable iron in 1:61 
TIE] gene expression in, regulation of 
360:2 
VCAM-1 and E-selectin expression in, 
HMG-CoA reductase inhibition and, 
360:363 
Endothelial nitric oxide, synthesis of, glu- 
tamine inhibition of, 353:245 
Endothelin 
ERK activation induced by, regulation 
of, 360: 
GATA-4 phosphorylation induced by 
in atrial muscle cells, 359:3 
Endothelin-converting enzyme inhibitors 
rapid screening of, fluorescence as- 
says for, 356:813 
Endoxylanase, from Trichoderma reesei 
thermostability of, 356:453 
Energetic units, of muscle erythrocytes 
356:643 
Energetics, cellular, direct vs indirect esti- 
mates of, 355:389 
Energy transfer, between gree 1 fluores- 
cent protein and aequorin, : /:08 
Environment, effects on flavin reactivity in 
morphinone reductase, 359:315 
Enzyme kinetics, of threonine synthesis 
pathway, in Escherichia coli, 356:415 
nzyme replacement therapy, for late in- 
fantile neuronal ceroid li pofuscinosis, 
recombinant human CLN2 protein 
in 49 
Enzyme-linked immunosorbent assay 
(ELISA), phosphospecific cell-based, 
for p42/44 MAP kinase, p38 MAP 
kinase, protein kinase B, and CREB 
355:879 
Enzymes, compl 
358:5 
Eosinophil peroxidase 
products of, 358:233 
Epicatechin, in peatection of fibroblasts 
from oxidative stress-induced cell 
death, 354:493 
Epidermal growth factor receptor 
heterodimerisation of, EGF binding 
and, 356:8 
phosphorylation of, gangliosides and 
355:465 
Epidermis-derived lipoxygenase isozymes 
enzymic characterisation of, 355:9 
Epigenetic states, in mammals, marks 
mechanisms, and memory of, 356:1 
Epiglycan, biosynthesis and sheddit 
in mammary carcinoma cells, 353:3: 
Epithelial cancer cells, matrix metallopro- 
teinase-26 in, 356:/05 
pithelial cells 
lomerular, phospholipase A,a in 
membrane association of, 353:79 
kidney, cholesterol depletion and apical 
transport in 
of lens, phenotypic transformation by 
MMP-2, 357:41 
of liver, connexin-43 expression in, an- 
giotensin II and ethanol effects on 
357:769 
mammary, TNF-a-related apoptosis-in- 
ducing ligand gene in, 360:31 
monolayers of, wound-induced expres- 
sion of heparin-binding epidermal 
growth factor-like growth factor ex- 
pression in, 354:99 
tracheal, mucin biosynthesis and secre- 
tion in, 353:23 
tubular, angiotensin II interaction with 
insulin in, 360:87 
Epithelium, alveolar, IL-18 receptor an- 
tagonism in, in NF-«B translocation 
activation, 355:29 
Equilibrium constant calculations, param- 
eters affecting, 359:411 
ErbB2 binding, EGF receptor het- 
erodimerisation and, 356:8 


kinetic analysis of 


substrates and 
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Ergothioneine, S-nitrosoglutathione ca- 
tabolism and, 356:799 
ERK: see Extracellular signal-regulated 
protein kinases. 
Erythrocytes 
anion exchange protein in, dimeric in- 
terface of, 359:661 
of muscle, energetic units of, 356:643 
Erythroleukaemia cells 
amphoterecin release by, induction by 
hexamethylenebisacetamide, 357:569 
cell cycle ego of, inositol lipid 
regulation of, 357:905 
isolation of ubiquitin complexes with 
ubiquitin-conjugating enzyme from, 
356:199 
Escherichia coli 
continuous affinity-based selection in, 


357-779 


Be 


CTP synthase inhibition by glutamate 
y-semialdehyde in, 356:223 
fatty acyl-CoA synthetase FadD from, 
native and cleaved forms of, purifica- 
tion and characterisation of, 360:699 
flavohaemoglobin from, dioxygen affin- 
ity of, 353:207 
ketoacid reductases encoded by yedW 
and yiaE genes in, 354:707 
kynurenine aminotransferase and glu- 
tamine transaminase K from, identity 
with aspartate aminotransferase, 360: 
617 
in synthesis of isopentenyl diphosphate 
and dimethylallyl diphosphate from 
mevalonate, 353:59 
threonine synthesis pathway in, 356:425 
control of, 356:433 
enzyme kinetics of, 356:415 
Escherichia coli CemG protein, in cyto- 
chrome c assembly, 355:51 
E-selectin, in endothelial cells, HMG- 
CoA reductase inhibition and, 360: 
363 
Ethanol, connexin-43 expression and, 
liver epithelial cells, 357:769 
Ethanol feeding, GLUT4 vesicle traffick- 
ing in adipocytes after, G protein reg- 
ulation of, 354:323 
N-Ethylmaleimide, reaction of  galac- 
tose-H* symporter with, cysteine mu- 
tations and, 353:709 
Euglp disulphide isomerase activity, in 
yeast, 358:269 
Eukaryotic initiation factor 4A 
adenoviral gene transfer modifications 
of, in cardiocytes, 356:557 
interaction with eIF4G, 355:223 
Eukaryotic initiation factor 2B, phosphor- 
ylation by kinase DYRK, 355 
Eukaryotic initiation factor 4E-binding 
protein-1, in tubular epithelial cells, 
insulin-stimulated — phosphorylation 
of, inhibition by angiotensin II, 
360:87 
Experimental errors, in equilibrium con- 
stant calculations, 359:411 
Extracellular signal-regulated 
(ERKs) 
activation of 
endothelin-1 G protein-coupled re- 
ceptor induction of, 360:77 
\-acylethanolamine-mediated cell 
signalling and, 360:67 
in Mcl-1 synthesis regulation, 356:473 
in oxidised LDL-induced apoptosis, fla- 
vonoids in protection against, 358:547 
PMA activation of, glucose-6-phospha- 
tase gene expression and, 357:867 
TMF-a receptor activation of, 359:525 
in prostacyclin produc- 
tion, 353:503 


kinases 


F 
F,-ATPase activity, regulation by muta- 


tion in chloroplast ATP synthase, 
357:911 
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14-3-3 protein 
in complex with chloride intracellular 
channel protein CLIC4, binding to 
brain dynamin, 359:55 
regulation of, forkhead in rhabdomyo- 
sarcoma phosphorylation sites in, 
354:605 
4F2hc, association with light chains, 355: 
735 
F-actin-binding protein, human, coacto- 
sin-like protein as, 359:255 
Factor IX, activation by proteinases from 
-orphyromonas gingivalis, 353:325 
Family 3 B-glucosidase, catalytic mecha- 
nism of, 355:835 
Family 7 cellobiohydrolase, engineering to 
alkaline pH optimum, 356: 
Farnesylation, in, 360:62 
Fat absorption, apolipoprotein B in, 356 
821 
Fatty acid(s) 
binding by uterocalin, 356:369 
effect on hepatocyte cycling glucose, 
358:665 
in inhibition of diacylglycerol kinase a 
activation, in vascular smooth muscle 
cells, 
in regulaticn of liver carnitine palmi- 
toyltre ise I gene transcription, 
354:189 
Fatty acid amide hydrolase, palmitoyleth- 
anolamide inhibition of, 358:249 
Fatty acid synthase, angiotensin II in reg- 
ulation of gene encoding, 357:899 
Fatty acid translocase promoter, during 
adipose differentiation, 360:305 
Fatty acid-binding proteins 
cytoprotection by, in kidney, 360:159 
from Globodera pallida, 356:387 
heart type, fatty acid binding to, 354:259 
in liver and small intestine, PPAR and, 
355:481 
Fatty acyl CoA, inhibition of PPARa@ and 
y by, 353:231 
Fatty acyl-CoA synthetase FadD, from 
Escherichia coli, native and cleaved 
forms of, purification and characteri- 
sation of, 360:699 
Fatty acyl-CoA synthetases, from 
Trypanosoma brucei, 358:757 
FBP! promoter, glucose-dependent signal 
response to, in Saccharomyces cerevi- 
siae, 359:193 
Fe(III) reducing cytochrome c, from 
Geobacter sulfurreducens, 359:147 
Ferritin, oxidative stress response and, 
357:241 
Ferritin gene family, in 


575 


Arabidopsis, 359: 


Ferritin heavy chain, repression of, labile 
iron pool and, 356:311 
Ferrochelatase, genetic mutation of, por- 
phyrin substrate-bound variants and, 
356:217 
Fertility, male 
nonfunctional cyritestin genes and, 
551 
zine finger protein ZNF230 in, 359:72 
Fetuin, phosphorylation of, 357:437 
Fibroblast(s) 
collagenase-| induction in, p38 MAP 
kinase and, 355:437 
embryonic, heparin-binding domains of, 
cell survival and, 356:531 
oxidative stress-induced death of, epi- 
catechin protection against, 354:493 
ras-transformed, protein catabolism in, 
glucose regulation of, 357:256 
Fibromodulin, genomic structure of, and 
age- -related distribution in knee joint, 


Fibronectin, heparin binding domain of, 


integrin-mediated cell spreading and, 
360:239 
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Fibronectin type I] domain, in anosmin-1, 
modelling of, 357:647 

Ficin, catalytic mechanism of, conforma- 
tional change in, 357:343 

Fish oil, dietary, hepatic VLDL secretion 
and, 357:481 

FK506-binding protein 

cold shock-inducible, from hyperther- 
mophilic archaeum, 357:465 

mapping on ryanodine and _ inositol 
trisphosphate receptors, 354:413 

FKHR: see Forkhead in rhabdomyosar- 
coma. 

Flavin, reactivity in morphinone reduc- 
tase, environmental effects on, 359: 
315 

Flavobacteriuim meningosepticum, family 3 
B-glucosidase from, catalytic mecha- 
nism of, 355:835 

Flavohaemoglobin, from Escherichia coli, 
dioxygen affinity of, 353:207 

Flavonoids, in protection against oxidised 
LDL-induced apoptosis, 358:547 

Flemish Alzheimer’s disease variant, amy- 
loid B-protein fibril assembly and tox- 
icity in, 355:869 

Fit-1, on VEGF receptor, phosphatidyl- 
inositol 3-kinase binding by, 358:465 

Fluorenone-based antagonist, photolabel- 
ing of Tyr'”” by, in B5-adrenergic re- 
ceptors, 354:485 

Fluorescence assays, for rapid screening 
of endothelin-converting enzyme in- 
hibitors, 356:813 

Fluorescent proteins, combining fluores- 
cent Ca~* dyes with, 356:345 

Fluorogenic peptides, viral envelope gly- 
coprotein processing by, 353:53 

Focal adhesion formation, integrin cyto- 
plasmic domain in, 356:233 

Focal adhesion kinase, protein phospha- 
tase | association with, cell cycle de- 
pendence of, 358:407 

Focal adhesion kinase 
VEGF-induced, Sre and, 360:2 

B-Fodrin, merlin-I interaction with, °358: 
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Foetal rejection, allogeneic, indoleamine 
2,3-dioxygenase and tryptophan 2,3- 
dioxygenase and, 355:425 


Foetus, peroxisomal _lipid-metabolising 


Fol ite carrier, human reduced, charge- 
pair in, 358:511 
Forkhead in rhabdomyosarcoma (FKHR) 
kinase DYRKIA phosphorylation by, 
355:597 
phosphorylation sites, in 14—3-3 regula- 
tion, 354:605 
Formate, in reactivation of mutant B-glu- 
canase, 355:79 
Formate dehydrogenase, of Candida boi- 
dinii, active-site characterisation of, 
354:459 
Formylfolates, bioactivity and oxidation 
of, 354:115 
Fourier-transform ion cyclotron reso- 
nance mass spectrometry, in study of 
thermostability of endoxylanase from 
Trichoderma reesei, 356: 453 
Frequenin, as -binding protein, 353:1, 
354:727 
Fructose transport, intestinal, dietary and 
developmenté il regulation of, 360:265 
Fructose-2,6- bisphosphi itase, modulation 
by kinase domain, C-terminal tail in, 
Fructose-6-phosphate 2-kinase/fructose- 
2,6-bisphosphaiase, from Arabidopsis 
thaliana, kinetics and structure of, 
359:591 
Fucosyltransferase, recombinant human 
from baby hamster kidney cells, 357:803 
from insect cells, 353:719 
Fungus 
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oleaginous, thiol re t-sensitive glyc- 


erol-3 3-phosphate acyltransferase 
from, 355:315 

trehalose phosphorylase from, 356:757 
retaining glucosyl transfer catalysed 


by, 360:7 
Furin, viral 
cessing by, 353:53 
FYVE zinc-finger proteins 
in Arabidopsis th 
tide binding by, 359:165 
phosphi itidylinositol 3-phosphate inter- 
action with, cellular functions and, 


355:249 


envelope glycoprotein pro- 


osphoinosi- 


ti inde »m, in phosphatidylinositol 3-phos- 
3 


phate-binding protein, 355:11: 


G 
G protein 
membrane anchoring and partitioning 
of, thioacylation and, 355:323 
toxin-sensitive, in proinsulin 
tide-stimul MAP kinase, in 


in regu lation of GL L 4 vesicle traffick- 
ing in adipocytes after ethanol feed- 
, 394:323 

urea inactivation of, 354:337 
G protein-coupled receptors 

activation of, inositol trisphosphate im- 


aging after, 356:137 

in activation of smooth muscle calponin 
gene, 357:58 

ERK activation induced by, regulation 
of. 360:77 


glycosylation sites on, 357:73 
metabotropic glutamate receptors as, 
359:465 
RGSI8 regulation of, in megakaryo- 
cytes, 359: 109 
Gab, in — ition of ERK activation in- 
duced | YY G protein-coupled recep- 
tors, - 360:7 
Galactose-binding lectin, C-type, in eel gill 
mucous cells, 360:107 
Galactose-H”  symporter, 
tants of, 353:709 
B1,4-Galactosyltransferase-| defi- 
ciency, N-glycans in, 357:827 
Galectin, from liver, carbohydrate speci- 
ficity of, 358:529 
Gangliosid es, in m¢ sdulation ol EGF 


cysteine mu- 


Gap junction communication, poly: imine 
regulation of, in connexin-43 express- 
ing cells, 357:489 
GATA-4 transcription factor, endothelin- 
induced phosphoryl ition of, in atrial 
muscle cells, 359:375 
GelK, fron Sphingomon paucimobilis, 
biochemical characterisation of, 358: 
457 
Gene targetting studies, of adenosine A,, 
receptor expression, 354:123 
Gene therapy, for HIV-1, 357:147 
Gene transfer 
adenoviral, elF4A modifications by, 
cardiocytes, 356:557 
antibody Fv fragment conjugation to vi- 
rus coat protein in, 356:867 
reducible cationic lipids for, 356:747 
Genotoxic stress, c-Myc protein synthesis 
after, internal ribosome entry seg- 
ment in, 359:183 
Geobacter sulfurreducens, Fe(II) reducing 
cytochrome c from, 359:147 
Gills, of eel, mucous cells in, galactose- 
binding C-type lectin in, 360: 107 
Gingipain, inhibition by caspase inhibi- 
tors, 357:575 
O-GlcNac-selective V-acetyl-B-b-glu- 
cosaminidase, pancreatic, inhibition 
of, 356:31 
Glioblastoma, caveolar membrane 
matrix metalloproteinase in, 353:547 


Glioblastoma cells, MMP-1 shedding in, 
calmodulin inhibitors and, 359:325 

GLKI gene expression, of Saccharomyces 
cerevisiae, hexokinase 2 protein con- 
trol of, 355:625 

Globodera pallida, \ipid-binding protein 
from, 356:387 

Glomerular epithelial cells, phospholipase 


A.,a@ in, membrane association of, 
353:79 
B-Glucanase 

nutant, formate reactivation of, 355:79 

presteady-state kinetics of, in Bacillus, 
357-195 


B-Glucz in-bin¢ ling modules, identification 
of. 356: 791 
Gluconeogenesis, from glutamine and lac- 
tate in renal tubule, 360:371 
Glucosaminylphosphatidylinositol, cellu- 
lar metabolism of, 359:305 
Glucose 
cycling in h 
amino modulation of, 358: 
in — of initiation factor 4E- 
inding protein 1, 358:497 
ilation of protein catabolism in 
ras-transformed fibroblasts, 357:256 
Glucose 6-phosphate transporters, in en- 
doplasmic reticulum, in glycogen 
storage disease, 357:557 
Glucose-6-phosphatase gene expression 
and PMA — tion of MEK kinase 
and i RK, 
Glucose 
in aortic smooth mus 
cGMP regulation ag 
cardiac, eicosanoid regulation of, 359:47 
intestinal, dietary and 
regulation of, 360:265 
Glucose transporter GLUT, in heart and 
skeletal muscle, characterisation of, 
359:443 
Glucose transporter GLUT4 
insulin-induced = of, eico- 


epatocytes, fatty acid and 
665 


sanoids and, 47 
ranslocation of 
ceramide in, 354:359 
before glucose uptake by insulin in 
muscle cells, 359:639 
induction by phosphatidylinositol 
3-kinase and kinase B, 


Rab4 inhibition of, 356:143 
vesicle trafficking by 
in adipocytes after ethanol feeding, G 
protein regulation of, 354:323 
cytoskeleton in, insulin- 


timulated glucose uptake in, 353: 
335 

Glucose transporter GLUT®6, targetting 
of, in adipocytes, 358:517 

Glucose tré ansporter GLUTS8, targetting 
of, in adipocytes, 358:51 

Glucose transporter GLUTY, activity and 
genomic organisation of, 350.771 

Glucose-dependent signals, in Saccharo- 
myces cerevisiae, FBP] promoter re- 
sponse to, 359:193 

Glucose-regulated proteins, interactions 
between, 357:393 

Glucose-6-phosphi gene expression, 
insulin regulation of, phorbol ester 
effects on, 359:611 

a-Glucosidase, from Aspergillus niger, cat- 
alytic nucleophile in, 359:381 

B-Glucosidase, from Thermoascus auran- 
tiacus, 353:117 

B-Glucosidase Glul, from maize, crystal 
structure of, 354:37 

Glucosyl transfer, retaining, catalysed by 
fungal trehalose phosphorylase, 360: 


/ 


B-1,4-Glucuronosyltransferase GelK, 


from Sphingomonas paucimobilis, 


biochemical characterisation of, 358: 


457 


4] 


Glutamate mutase, adenosylcobalamin- 
dependent, protein-coenzyme inter- 
actions in, 355:131 

Glutamate receptors, metabotropic, prop- 
erties of, 359:465 

Glutamate y-semi: dehyde, CTP synthase 
inhibition by, in Escherichia coli, 356: 
572 


Glutamate-cysteine ligase, catalytic sub- 
unit of, cloning and characterisation 
of, 357:447 
Glutamate/norleucine dehydrogenase hy- 
brids, from Clostridium symbiosum, 
allosteric properties of, 360:651 
Glutamine 
endothelial nitric oxide synthesis inhibi- 
tion by, 353:245 
gluconeogenesis from, in renal tubule, 
360-371 
Glutamine transaminase K, from Esche- 
identity with aspartate 
aminotransferase, 360:617 
Glutamine: phosphate amino- 
transferase 1, from Drosoph 1 
lation of, 
Glutaminolysis, human papilloma virus E7 
oncoprotein effect on, 356:247 
-Glutamyl transpeptidase, in Saccharo- 
myces cerevisiae, in vacuolar transport 
and glutathione metabolism, 359:631 
Glutathione 
depletion of, in 


richia Col, 


apoptosis 353:35 


of in Saccharomyces cerevi- 
siae, y-glutamyl transpeptidase and, 
359: 631 
Glutathione peroxidase-1 and 4, in liver, 
transcript and _transla- 
tional efficiency of, selenium and, 
357-851 
Glutathione peroxidase, single chain 
abzyme mimicking, 359:369 
Glutathione peroxidase-1 gene, in reactive 
oxygen- and nitrogen species- induced 
oxidative stress, 359:687 
Glutathione S-transferase(s) 
in Anopheles gambiae, DDT resistance 


and, 359:295 


hepatic, detoxification of 4-hydroxy- 
)-nonenal enantiomers by, 
355:237 


from liver microsomes, 360:345 

in maize, glutathione-binding residues 
in, 358:101 

methionine sulphoxide reductase coin- 
duction with, during 


360:675 


chemical stress, 


in pyrethroid resistance, in planthopper, 
357 


structure, function, and evolution of, 

360: 1 
Glut S-transferase M4{hyphen]4, 

S-glutathiolation of, 356:403 

Glutathione S-transferase Om ega, purifi- 
Ce ition and characterisation of, in pig, 
Glutathione S-transferase Sigma, catalytic 


properties and expre ssion of prosta- 
glandin D, synthases, 359:507 
utathione-binding residues, in maize 
GST, 358:101 
Glycan(s) 
altered processing of, in congenital dis- 
orders of glycosylation type 1, 359:249 
in Bl, 4-galactosyltrans ferase-1 gene 
knockoui mice, 357:827 
acyltransferase, 
thiol reagent-sensitive, from oleagi- 
nous fungus, 355:315 
Glycine receptor, B-subunit gene of, reg- 
ulatory regions of, 355:179 
Glycogen, distribution in hepatocytes, 


357:17 


© 2002 Biochemical Society 


Loko? 
q 
4 
4 


42 


Glycogen storage disease, endoplasmic re- 
ticulum glucose 6-phosphate trans- 
porters in, 357:557 

Glycogen synthase, distribution in hepato- 
cytes, 357:17 

Glycogen synthase kinase-3, structure and 
functions of, 359:1 

Glycogen synthase kinase-3-priming ki- 
nase, kinase DYRK as, 355:609 

Glycolysis, human papilloma virus E7 on- 
coprotein effect on, 356:247 

Glycopeptide N-acetylgalactosaminyl- 
transferase, specificity for sites on 
MUCSAC mucin motif peptides, 357 
313 

Glycoprotein(s), in B1,4-galactosyltrans- 
ferase-1 gene knockout mice, 357:827 

Glycoprotein GPIb-IX, platelet, matura- 
tion of, 358:295 

Glycoprotein P-170, cells expression, mi- 
tochondria-mediated apoptosis — in, 

355:587 

Glycosaminoglycan(s) 

in Caenorhabditis elegans, - 357:167 
in synovial fluid, in osteoarthritis, 358: 
615 

Glycosaminoglycan glucuronyltransferase 
I gene, human, structure, mapping, 
and characterisation of, 358:539 

Glycosaminoglycan modification, aggre- 
can domains in, 354:199 


Glycosaminoglycan-dependent chemo- 
taxis, MCP-1 multimerisation and, 
358:737 

B-Glycosidase, cytosolic, from liver, 356: 


907 
Glycosidase Family 7 cellobiohydrolase, 
engineering to alkaline pH optimum, 
356:19 
Glycoside hydrelase arabinofuranosidase, 
from Pseudomonas cellulosa, 358:599 
substrate specificity of, 358:607 
Glycosphingolipids, and detergent insolu- 
bility of glycosylphosphatidyl-an- 
chored membrane dipeptidase, 358: 
209 
Glycosylation 
congenital disorders of, altered glycan 
processing in, 359:249 
of DNase I, efficiency of, 355:245 
Glycosylphosphi itidyl-anchored mem- 
brane dipeptidase, detergent insolu- 
bility of, glycosphingolipids and, 358: 
209 
Glycosylphosphatidylinositol-anchored 
urokinase receptor, urokinase cleav- 
age of, 358:673 
Glycosylphosphatidylinositol- -specific 
phospholipase C, in release of renal 
dipeptidase from kidney tubules, 353: 
339 


Glyoxalase, stress-responsive, in nema- 


GMAP-10: see Golgi-microtubule-associ- 
ated protein of 210 kDa. 

and degradation, by sialidases, 
360:233 

Gyy> activator, phospholipase D2 stimula- 
tion by, 359:599 

medial-Golgi glycosyltransferase, traffick- 
ing of, 358:33 

Golgi-microtubule-associated protein of 
210 kDa, splice variants of, mem- 
brane binding by, 357:699 

Gonadotropin inhibitory hormone, avian, 
354:379 

gp-340, salivary agglutinin identical to, 
359:243 

Graminelysin I, endothelial cell apoptosis 
induced by, 357:719 

Granulocyte differentiation, interferon 
regulatory factor-1 and, 360:285 

Granulocytes, polymorphonuclear, sul- 


phatide-triggered spreading of, on 
collagen, 359:621 


© 2002 Biochemical Society 


Green fluorescent protein 
in cell signalling studies, 355:1 


combining fluorescent Ca** dyes with, 


356:345 
energy tr insfer between aequorin and, 
7:687 
hematin in endocrine cell secre- 
tory pathway, 360:645 
tagged to integrin a4,,,83, 357:529 
Growth arrest, of colon cancer cells, bile 
acid hydrophobicity and, 356:481 
Growth factors, protein kinase B activa- 


tion mediated by, actin cytoskeleton 
in, 353:735 
GST: see Glutathione S-transferase. 
GTP cyclohydrolase I, multiple mRNA 
species of, 355:499 
Guanylate cyclase 
cGMP-dependent protein kinase inhibi- 
tion of, in smooth muscle, 360:199 
in Dictyostelium discoideum, 354:697 
Guanylate cyclase activity, natriuretic pep- 
tide receptor mutation and, 358:379 


H 
H~ channel, associated with NADPH ox- 
idase, diethyl pyrocarbonate inhibi- 
tion of, 358:315 
H*/bivalent cation antiporter, natural re- 
sistance-associated macrophage pro- 
tein 1 as, 354:511 
H-ras, oxidative modification of, 355:145 
Haem, nitric oxide synthase binding sites 
for, 357:593 
Haem detoxification, 
tion of, 355 333 
Haem domain, of inducible nitric oxide 
synthase, CO binding to, 358:201 
Haem oxygenase-] 
inducible by tobacco smoke, transcrip- 
tion factors and reactive oxygen inter- 
mediates in, 353:475 
in wound repair and psoriasis, 353:459 
Haematopoietic cells 
apoptosis of, thymineless stress and, 
353:101 
SERCA isoforms in, 358:559 
Haem- linked interactions s, in horseradish 


chloroquine inhibi- 


protein, from Dro- 
sophila, similarity to human von Wil- 
lebrand factor, 359:99 
Haemoglobinase falcipain-3, from Plas- 
modium falciparum, expression and 
characterisation of, 360:481 
Haemoglobins, recombinant and reticulo- 
cyte-derived, haem disorder in, 357: 
305 
Haemoglobinuria, paroxysmal nocturnal, 
glucosaminylphosphatidylinositol 
metabolism and, 359:305 
Haemophilus influenzae, NapB_ protein 
from, 356:851 
Hamste r kidney cells, recombinant human 
a1,3/4-fucosyltransferase from, 
357:803 
HDL: see High density lipoprotein. 
Heart: see also Cardiac entries. 
GLUT1 in, characterisation of, 359:443 
Heart type fatty acid-binding protein, fatty 
acid binding to, 354:259 
Heat, butyrylcholinesterase inactivation 
induced by, 356:487 
Heat shock cognate protein 70, interac- 
tion with tetratricopeptide repeat- 
containing proteins, 359:419 
Heat shock proteins 
hepatic cytosolic and nuclear N-acetyl- 
D-specific lectins as, 360:179 
70-kDa 
constitutive, chaperone activity of, 
360:413 
regulation of PexSp-mediated perox- 
isome-targetting signal transport 
by, 357:157 
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of tilapia, regulation of, 356:353 
90-kDa 
in Ca? */calmodulin binding to neuro- 
nal nitric oxide synthase, 355:35 
substrate binding characteristics of, 
354:663 
Heparan sulphate, sequence-specific 3-O 
sulphation of, 359:235 
Heparan sulphate chains, perlecan struc- 
ture in, malignant transformation 
and, 355:517 
Heparan sulphate oligosaccharides, puri- 
fication of, 354:141 
Heparin, binding by Sp17, 357:25 
Heparin binding domain 
of fibroblasts, cell survival and, 356:531 
of fibronectin, integrin- mediated cell 
spreading and, 360:239 
Heparin pentasacchi ride, bound to anti- 
thrombin III, conformation of, 359: 


265 
Heparin-binding epidermal growth factor- 
like growth factor, wound-induced 
expression of, in epithelial cell mono- 
layers, 354:99 
Hepatic glucokinase, metabolic pathways 
of, sustained control in, 355:787 
Hepatic membrane, N-glycans in, in B1,4- 
galactosyltré insters ise-| gene knock- 
out mice, 357:827 
Hepatitis B virus x gene, inhibition of, by 
DNA enzymes, 353:701 
Hepatocyte(s) 
chelatable iron in, 356:61 
glucose cycling in, fatty acid and amino 
modulation of, 358:665 
glycogen —_ ise and glycogen distri- 


bution in, 357:17 
uncoupling coiulatiih by substrates in, 
355:231 


Hepatocyte nuclear factor(s), in transcrip- 
tional regulation of DD4/AKRIC4 


Hepatocyte nuclear factor-1 
dimerisation cofactor of, 354:645 
protein phosphatase inhibition and, 
354:301 
Hepatocyte nuclear factor-4, activation 
function-| of, mutagenesis of, 
356:635 
Hepatoma cells, aldehyde dehydrogenase 
expression increé ised by arachidonic 
acid in, 357:811 
HepG2 cells, tunicamycin-induced ubiq- 
uitine ition and degri idation of apoli- 


a>-Heremans-Schmidt in 


37 


plasma, phosphorylation of, 357 
Heteroplasmy, mitochondrial, 
imethylenebis: icetamide, in re 

amphoterin by erythroleukaemia 

cells, 357:569 
Hexokinase 2 protein, in control of GLK/, 

HXK1, and HXK2 genes, of Saccha- 

romyces cerevisiae, 355:625 
Hexose phosphate transport system, in en- 

doplasmic reticulum, _in glycogen 

storage disease, 357:55 
Hic-5, in platelet activation, 355: 

High density lipoprotein, generation of, 
phospholipid transfer protein and 
cholesteryl ester transfer protein in, 
360:379 

HIRA protein, subnuclear localisation 
and mitotic phosphorylation of, 358: 
447 

Histamine H, receptor, isoforms of, 
genomic organisation and characteri- 
sation of, 355:279 

Histatin 5, effect on Candida albicans, 356: 
361 

Histidine, in regulation of SulA cleavage 
by Lon protease, 358:473 

Histone deacetylase, Msx3 protein inter- 
action with, 353:13 
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HIV: see Human immunodeficiency virus. 
HMG-CoA reductase: see 3-Hydroxy-3- 
methylglutaryl-CoA reductase. 
Homocysteine, MCP-1 receptor expres- 
sion stimulated by, oxygen free radi- 
als in, 357:233 


Hong Kong virus, surface glycoproteins of, 


proprotein convertase cleavage of, 
3535537 
Hormones, insulin receptor conforma- 


tional changes triggered by, 360:189 
Horseradish peroxid: ise 
catalase-like activity of, 354:107 
F221M mutation in, in haem-linked in- 
teractions, 353:181 
HstK cyanobacterial protein, serine/thre- 
onine kinase and histidine kinase do- 
mains in, 360:639 
Hst70 gene, 5’ region of, structure of, 359 
129 
Human immunodeficiency virus 
and a,-acid glycoprotein binding to 
mz icrophi iges, 356:121 
angiogenic peptide encoded by, signal- 
ling properties of, 353:569 
macrophage-specific DNA 
against, 357:147 
replication of, @,-antitrypsin Portland 
variant inhibitor and, 360:127 
Human immunodeficiency virus protease, 
substrate recognition by, specificity 
of, 358:505 
Human papilloma virus E7 oncoprotein, 
effect on glycolysis and glutaminoly- 
sis, 356:247, 
Human serum albumin, conformational 
stability and warfarin-binding proper- 
ties of, 357:269 
Human umbilical vein endothelial cells, 
thrombin activation of pro-MMP-2 
in, 357:107 
HUVECs: see Human umbilical vein en- 
dothelial cells. 
HXK genes, of Saccharomyces cerevisiae 


hexokinase 2 2 protein control of, 355: 
625 


enzyme 


Hyaluronan 
cell migration on, Ca~~/calmodulin-de- 
pendent protein ye and CD44 
phosphorylation in, 357:843 
synthesis of, U pyrophos- 
phorylase in, 360:667 
Hyaluronan synthase, regulation and ex- 
pression of, in articular chondrocytes, 
synovial cells, and osteosarcoma cells, 
354:17 
Hydrogen peroxide 
apoptosis induced by, lysosomal rupture 
and, 356:549 
immunoreactive thyroglobulin produc- 
tion induced by, thyroid autoimmu- 
nity and, 360:557 
Hydrogen/deuterium exchange reactions, 
in study of thermostability of endoxy- 
lanase from Trichoderma reesei, 356: 
453 
Hydrophobic core residues, 
B-pep-4 folding, 357:739 
Hydiophablcity, of bile acid, correlation 
with colon cancer cell apoptosis 
and/or growth arrest, 356:481 
4-Hydroxy-2(E )-nonenal enantiomers, de- 
toxification of, by hepatic GST, 355: 


237 


effects on 


Hydroxyaryl group, in ligands, protein dis- 
ulphide-isomerase interaction with, 
354:553 

25-Hydroxycholesterol, 7a-hydroxylation 
of, Cyp7b1 catalysis of, in prostate, 
355:509 

Hydroxyl radicals, actions on polysaccha- 
rides, in pears, 357:729 

17B-Hydroxysteroid dehydrogenase, oes- 
trogen formation regulation by, 356: 
269 


5- Hydroxytrypta mine 4(a) receptor, regu- 
lated palmitoylation of, 353:627 

3-Hydroxy-3-methylglutaryl-CoA reduc- 
tase, inhibition of, effects on endothe- 
lial cell adhesion molecules 

Hyperthermophilic archaeum, cold shock- 
inducible FK506-binding protein 
from, 357:465 

Hypertrophic agonists, in neonatal ven- 
tricular myocytes, gene expression in 
response to, JNK-interacting protein 
and, 358:489 

Hypothalamic neuropeptide, avian, go- 
nadotropin inhibition by, 354:379 

Hypoxia, necrotic cell death during, phos- 
phoinositide 3-kinase and, 358:481 

Hypoxia-inducible factor, zonation of, i 
liver, 354:531 


360:363 


I 

ICER: see Induced cAMP early repressor. 

IFI 16: see Interferon-induced nuclear fac- 
tor IFI 16. 

IFN: see Interferon entries. 

IGF: see Insulin-like growth factor. 

IL: see Interleukin entries. 

Immunisation, active, catalytic antibodies 
induced by, 360:151 

Immunoglobulin-« promoter E-box, tran- 
scription factor AP-4 as ligand for, 
354:431 

Indoleamine 2,3-dioxygenase, early 
concepti, 355:425 


Induced cAMP early repressor, cell prolif- 
eration and, in adipocytes, 354:169 

Infant, Refsum disease in, impaired 
Pex|p-Pex6p interaction in, 357:417 


Infantile neuronal ceroid lipofuscinosis, 
late, enzyme replacement therapy for, 
recombinant human CLN2 protein 
in, 357:49 

Infertility, male 

nonfunctional cyritestin genes and, : 
551 
zinc finger protein ZNF230 in, 359: 

Inhibitor of nuclear factor kB, M-CSF ex- 
pression and, 356:525 

Inhibitors, characterisation of, 357:263 

Initiation factor 4E-binding protein 1, glu- 
cose regulation of, 358:497 

Inositol li pids, regulation during erythro- 


leukaemia cell cycle progression, 357 
905 


myo-Inositol oxygenase, molecular cloning 
and expression of, 360:313 
Inositol phosphates 
from barley grain low-phytate mutants, 
354:473 
inositol trisphosphate receptor subtype 
specific recognition of, 355:59 
Inositol polyphosphate 5- -phosphatase II, 
in rescue of lethal 5-phosphatase 
knockout, 355:805 
Inositol trisphosphate 
calcium signalling and, in mouse sub- 
mandibular acinar cells, 353:555 
cells deficient in, ryanodine regulation 
of calcium current in, 360:17 
in control of Ca~~ influx in neutrophils, 
355:139 
imaging after G protein-coupled recep- 
tor activation, 356:137 
macroscopic I; RA activation, in weak 
Ca- buffer : 
Inositol receptors 
calcium regulation of, calmodulin bind- 
ing site mutation and, 360:395 
in Drosophila, functional properties of, 
359:435 
FK506-binding protein mapping on, 
354:413 
secretion-like coupling with transient 
receptor potential channel, in plate- 
lets, 356:191 
subtypes of, selective rec 
sitol phosphates by, 3 


ognition of ino- 
55:59 


Inositol trisphosphate signals, nitrogen-in- 
duced, in yeast cells, 359:517 
Insect cells 
baculovirus-mediated human protein 
phosphatase 2A overexpression in, 
357:225 


recombinant human a-3 4-fucosyltrans- 
ferase III from, 353:719 
Insecticide resistance 
in Anopheles gambiae, GST and, 
295 
in housefly, acetylcholinesterase muta- 
tions in, 359:175 
Insulin 
angiotensin II interaction with, in tubu- 
lar cells, 360:87 
glucose uptake by, in muscle cells, 
GLU r4 translocation before, 359:639 
glucose uptake stimulated by, microtu- 
bule cytoskeleton in, 353:735 
GLUT4 translocation induced by, eico- 
sanoids and, 359:47 
glycogen synthase kinase-3 and, 359:1 
in regulation of IGFBP-1 and glucose- 
6-phosphatase gene expression, phor- 
bol ester effects on, 359:611 
in regulation of 6-phosphofructo-2-ki- 
se/fructose-2,6-bisphosphatase, 
3: 


267 


na 
35 
in regulation of promoter of ovine gene 
encoding acetyl-CoA carboxylase a, 
359:273 
Insulin receptor, hormone-triggered con- 
formational changes in, 360:189 
Insulin receptor substrate-1, Nck-2 inter- 
action with, 354:315 
Insulin secretion 
in B _ mitochondrial priming and, 


393:17 


preptin and, 360:431 
Insulin signalling, oxidative stress and, in 
adipocytes, 355:757 
Insulin-like effects, of amine oxidase sub- 
strates, on adipocyte differentiation, 
356:769 
Insulin-like growth factor, in protein syn- 
thesis in maize, 358:95 
Insulin-like growth factor-binding pro- 
tein-1, insulin regulation of, phorbol 
ester effects on, 359:611 
Integrin(s) 
cell spreading mediated by, fibronectin 
1eparin binding domain and, 360:259 
cytoplasmic domain of, in focal adhe- 
sion formation, 356:233 
green fluorescent protein tagged to, 
529 
rhodostomin binding to, 357 
selective inhibition of, den dro: ispin mo- 
tifs and, 356:11 
tyrosine phosphorylation dependent on, 
platelet activation and, 355:691 
Interferon regulatory factor-1, granulo- 
cyte differentiation and, 360:285 
Interferon-y, proteasome complexes and, 
353:291 
Interferon-induced nuclear factor IFI 16, 
import of, protein kinase CK2 site 
regulation of, 353:69 
Interleukin-1, activation of MAP kinase 
pathways by, 353:275 
Interleukin-1 receptor-associated kinase 
1, functional analysis of, 359:403 
interleukin-18, bradykinin-induced re- 
sponses enhanced by, 354:439 
Interleukin-18 receptor antagonism, in al- 
veolar epithelium, in NF-«B translo- 
cation/activation, 355:29 
Interleukin-3, IL-11 negative cross-talk 
with, SOCS-3 and, 353:223 
Interleukin-6 receptor, shedding of 
in myeloma cells, protein kinase C in, 
358:193 
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recognition sequences and structural el- 
ements in, 353:663 

Interleukin-9, signalling by, SOCS-3 sup- 
pression of, 353:109 

Interleukin-11, IL-3 negative cross-talk 
with, SOCS-3 and, 353:223 

Internal ribosome entry segment, in c-Myc 
protein synthesis after genotoxic 
stress. 359:183 

Intestinal scavenger receptor class B, 
down-regulation of, 356:317 

Intestine 

fatty acid-binding protein in, PPAR 
and, 355:481 

sugar transport in, dietary and develop- 
mental regulation of, 360:265 

Intracellular membranes, of Leishmania 
major, SHERP gene expression in, 
356:335 

lodothyronine transport, in placenta, Sys- 
tem L permease LATI in, 356:719 

IRAK-1: see Interleukin-1 receptor-asso- 
ciated kinase 1. 

Iron 

chelatable, subcellular distribution of, 
356:61 

transfer across placenta, iron deficiency 
and, 356:883 

Iron deficiency, and iron transfer across 
placenta, 356:883 

Iron pool, labile, heavy ferritin chain re- 
pression and, 356:311 

Iron superoxide dismutase 

developmentally regul in Trypano- 
soma brucei, 360:17 

peroxynitrite-induced of, 360: 
563 

Iron uptake, by PC12 cells, NGF and, 357 
881 

Iron-molybdenum cofactor, nitrogenase 
protonation of, 355:569 

Iron-sulphur clusters, in proteins, sensitiv- 
ity to oxidative damage, 360:717 

IRS-1: see Insulin receptor substrate-1. 

Ischaemia/reperfusion, in brain, transla- 
tion control in, 357:819 

Islets: see B cells. 

Isopentenyl diphosphate, synthesis from 
mevalonate, Escherichia coli in, 
353:59 

Iscprenoid biosynthesis, 2-C-methyl-p- 


erythritol 4-phosphate pathway for, 
353:59 


J 

Jack bean urease, canatoxin as variant 
form of, 360:217 

JAK/STAT pathway, cysteine- and gly- 
cine-rich protein 2 in, 359:485 

JNK-interacting protein: see c-Jun N-ter- 
minal kinase-interacting protein. 

Jurkat cells 

pyridine nucleotide oxida- 
354:727 


_adenosyltr: ansfer: in, 


K 

Kcel67 cell DNA transcription, Drosophila 
mitochondrial transcription factor A 
in, 354:243 

Kell protein and KEL gene promoter ac- 
tivity, in erythroid and non- erythroid 
cells, 356:171 

Kerz itinocyte growth factor receptor, acti- 
vation of, perlecan protein core in, 

Ketoacid reductases, encoded by ycdW 
and viaE genes, in Escherichia coli, 


354:707 
Kexstatin I, cloning and mutagenesis of, 
355:339 


KIAA1427 protein, cloning and charac- 
terisation of, 354:249 
Kidney 
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c-Met and ornithine decarboxylase gene 
expression in, steroid receptor-medi- 


ated and cell membrane receptor-me- 
diated pathway interaction and, 353: 
317 


cytoprotection by fatty acid-binding 
proteins in, 360:159 

dipeptidyl peptidase II i 
expression of, 353:283 


n, cloning and 

Kidney bean seeds, starch-branching en- 
zyme isoforms in, 359:23 

Kidney cells, epithelial, cholesterol deple- 
tion and apical transport in, 357:11 

Kidney tubules, renal dipeptidase release 
from, glycosylphosphi itidylinositol- 

Kinase DY RK. phosphorylation of eIF2B 
and protein tau by, 355:609 

Kinase DYRKIA, phosphorylation of 
transcription factor FKHR by, 355: 

Kinase-deficient phosphoinositide 3-ki- 
nase, cathepsin D maturation and, 
353:655 

Kinesin superfamily member 4, human, 
localisation and chromosome associ- 
ation during mitosis, 360:549 

Kinetic analysis, of complex enzymes, 358: 


=<72 


Knee cartilage, oe core protein pro- 
teolysis in, 358:615 

Knee joint, age- i ted fibromodulin dis- 


tribution in, 355:5 

Kynurenine aminotransferase, from Esch- 
erichia coli, identity with aspartate 
aminotransferase, 360:617 


L 
a-Lactalbumin, unfolding, a-crystallin ki- 
netic competition with aggregation 
for, 354:79 
Lactate 
gluconeogenesis from, in renal tubule, 
360:371 
hepatic intracellular pH and, 358:569 
transport of, in Plasmodium falciparum, 


399773505 
Lactation 
brown adipose tissue uncoupling pro- 
tein genes during, 355:105 
mammary gland DNase I-hypersensitive 
sites in, 359:557 
Lactogen, placental, nuclear factor-I! re- 
pression of, in pituitary cells, 354:387 
Lactosylceramide, in lipid rafts containing 
glycosylphosphatidyl-anchored mem- 
brane dipeptidase, 358:209 
Laminin assembly, RNA interference of, 
in Drosophila cells, 360:167 
Lanosterol, cholesterol biosynthesis from, 
353:689 
LAT: see Linker for activation of T cells. 
Late infantile neuronal ceroid lipofuscino- 
sis, enzyme replacement therapy for, 
recombin. int human CLN2 protein 
in, 357:49 
LDL: see ‘cm density lipoprotein. 
Lectin(s) 
cytosolic and nuclear N-acetyl-D-spe- 
cific, from liver, 360:179 
galactose-binding C-type, in eel gill mu- 
cous cells, 360:107 
Lectin-like domain, of oxidised LDL re- 
ceptor, 355:289 
Leishmania major, intracellular mem- 
branes of, SHERP gene expression in, 
356:335 
Lens, epithelial cells of, phenotypic trans- 
formation by MMP-2, 357:41 
Leucocytes 
GLUT in, activity and genomic organi- 
sation of, 350.771 
7Ph©* in, casein kinase | phosphoryla- 
tion of, 358:783 
Siglec-10 expression in, 355:489 
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Leukaemia cells 
asparaginase-resistant, asparagine syn- 
thetase substrate availability in, 
358:59 
asparagine synthetase induction of as- 
paraginase resistance in, 357:321 
cladribine-induced apoptosis of, 
caspases and, 359:537 
rat basophilic, SERCA pump reuptake 
in, 353:561 
vinblastine targets in, 356:835 
Leukaemia inhibitory factor, overexpres- 
sion in astrocytoma cells, 3 
Light, in regulation of UDP-glucose pyro- 
phosphorylase gene, 354:67 
Light chains, 4F2he association with, 355: 


725 


55: 


Light scattering, dynamic, in study of ther- 
mosta dility of endoxylanase from 
Trichoderma reesei, 356:453 

LIM domain proteins, as markers of he- 
patic stellate cells, 359:485 

LIM-kinase 2, stress fibres and membrane 
blebs induced by, 354:149 

Linamarase, from cassava, active site res- 
idues in, 353:199 

Linker for activation of T cells (LAT) 

light chains of, 4F2he association with, 


355:725 


phosphorylation of. Zap-70 
356:461 
Lipid(s) 
binding by uterocalin, 356:369 
Cu.Zn superoxide dismutase modifica- 
tion by, 359:17 
neutral, ricin lipolytic activity on, 358: 


4 


sites for, 


reducible cationic, for gene transfer 
356:747 
in smooth endoplasmic reticulum mem- 
brane, cholesterol homoeostasis and, 
358:415 
Lipid kinase, in phosphoinositide 3-ki- 
nase-y induction of Xenopus oocyte 
maturation, 360:691 
Lipid mediator, sphings »sylphosphocho- 
line as, in plasma, 355:189 
Lipid membranes, synapsin I peptide in- 
teraction with, 354:57 
Lipid peroxidation, _Tespiratory chain ac- 
tivities and, 357:887 
Lipid phosphate phosphohydrolase, pul- 
monary, in plasma membrane signal- 
ling microdomains, 358:637 
Lipid rafts, glycosylphosphatidyl-anchored 
membrane dipeptidase on, 358:209 
Lipid scavenger, oxidative stress-induced, 
tear lipocalin as, 356:129 
Lipid-binding protein, from Globodera 
pallida, 356:387 
Lipid-metabolising pathways, peroxiso- 
mal, prenatal and postnatal develop- 
ment of, 353:673 
Lipocalin, in tears, as lipid scavenger in- 
duced by oxidative stress, 356:129 
Lipofuscinosis, late infantile neuronal cer- 
oid, enzyme replacement therapy for, 
recombinant human CLN2 protein 
in, 357:49 
Lipopolysaccharide, NF-«B translocation 
activation induced by, 355:29 
Lipoprotein(s), triacylglycerol-rich, mac- 
rophage apolipoprotein E and, 35 
Lipoprotein lipase, in skeletal muscle, un- 
coupling protein 3 expression and, 
355:647 
Lipoxygenase(s) 
epidermis-derived, enzymic characteri- 
sation of, 355:97 
from potato, probing of, 353:: 
sulphatide inhibition of, 50: 0:62 
Lipoxygenase pathway, in arachidonic 
acid metabolism, 353:91 
Liver 


| 
| 
| 
| 
= 
3 
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§ 
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| 
i 
| 
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ATP secretion in, stimulation by thera- 
peutic bile acids, 358:1 

autophagosome formation in, cell vol- 
ume and, 354:31 

carnitine palmitoyltransferase I gene in, 
fatty acid regulation of, 354: 189 

CYP2B1 gene in, regulation by constitu- 
tive androstane receptor, steroid co- 
activator-1, and Sp1, 355:71 

cytosolic and nuclear N-acetyl-D-spe- 
cific lectins in, 360:179 

cytosolic B-glycosidase from, 356:907 

in diabetes mellitus and starvation, pro- 
tein phosphatase | regulatory subunit 
R5 in, 360:449 

endothelial cells in 
chelatable iron in, 356:61 
wortmannin and endocytosis in, 357 

497 

epithelial cells in, connexin-43 expres- 
sion in, angiotensin IH and ethanol 
effects on, 357:769 

fatty acid-binding protein in, PPAR 
and, 355:481 

galectin from, carbohydrate specificity 
of, 358:529 


glutathione peroxidase-1 and 4 in, tran- 
script abundance and translational ef- 
ficiency of, selenium and, 357:851 
GST in, detoxification of 4-hydroxy- 
-nonenal enantiomers by, 
3 
hypoxia- inducible factor zonation in, 
354:531 
intracellular pH in, lactate and, 358:569 
microsomes in, GSTs from, 360:345 
mitochondria of, protein disulphide 
isomerase distribution in, 356:567 
mitochondrial function in, vitamin E de- 
ficiency and, 357:887 
prothrombin mRNA quantification in, 
PCR in, 356:111 
stellate cells in, cysteine- and glycine- 
rich protein 2 as marker of, 359:485 
sterol A°-isomerase in, molecular char- 
acterisation of, 353:689 
VLDL secretion from, chylomicron 
remnants and, 357:481 
xenobiotic/medium chain fatty acid: 
CoA ligase in, reaction mechanism 
for, 357:283 
Liver cells, store-operated Ca** channels 
in, 2-aminoethyl diphenylborate inhi- 
bition of, 354:285 
Locked nucleic acid-oligonucleotide du- 
plex formation, kinetics of, 354:481 
Loligo vulgaris, Ca~* -dependent di-isopro- 
pylfluorophosphatase structure and 
function in, 353:579 
Lon protease, SulA cleavage by, histidine 
reg ulation of, 358:473 
Low density lipoprotein 
oxidised 
apoptosis induced by, flavonoids 
protection against, 358:547 
effects on macrophage survival and 
DNA synthesis, 355:207 
lectin-like domain of, 355:289 
macrophage responses to, 354:179 
in regulation of platelet-activating 
factor receptor expression in mac- 
rophages, 354:225 
in plasma, platelet-activating factor 
acetyll transacetylase 
activities in, 357:457 
Low density lipopro tein receptor-related 
protein, plasminogen activator inhib- 
itor-1 interaction with urokinase-type 
plasminogen activator in, 357:289 
LOX-1, lectin-like domain of, in oxidised 
LDL binding, 355:289 
L-selectin ligand, nucleolin as, 360:531 
Lungs, lipid phosphate phosphohydrolase 
in, in plasma membrane signalling 
microdomains, 358:637 


Lupinus angustifolius, diadenosine tetra- 
phosphate hydrolase from, active-site 
residues of, 357:399 

Lymphatic peptide/histidine transporter, 
cloning of, 356:53 

Lymphoid cells, SERCA isoforms in, 358: 
559 

Lysine 164a, in farnesylation, 360:625 

Lysine, decarboxylation of, Nicotiana glu- 
tinosa ornithine decarboxylase in, 
360:657 


Lysophosphatidic acid, and PMA-induced 
)-997 


ipoptosis, 35! 


Lysosomal membrane thiol groups, proton 
permeability and, 360:355 

Lysosomal phospholipase <A,, from 
Trypa nosoma cruzi, Chagas’ disease 
and, 355:765 

Lysosomal proteases, sphingosine-in- 


duced apoptosis and, 359:335 
Lysosomal rupture, hydrogen peroxide-in- 
duced apoptosis and, 356:549 
Lysyl oxidase isoenzyme, fourth, cloning 
and characterisation of, 355:381 


M 
Macrophage(s) 
a,-acid binding to, 356:121 
apolipoprotein E in, triacylglycerol-rich 
lipoproteins “a 356:515, 357:912 
bone-marrow derived, X-linked inhibi- 
tor of apoptosis protein expression in, 
353:299 
inducible nitric oxide synthase in, intra- 
cellular calcium and, 354:351 
platelet-activating factor receptor ex- 
pression in, regulation by oxidised 
LDL and PPARa, 354:225 
responses to oxidised LDL and macro- 
phage CSF, 354:179 
survival of, oxidised LDL and, 355:207 
Macrophage colony-stimulating factor 
inhibitor of NF-«B effect on, 356:525 
macrophage responses to, 354:179 
Macrophage CSF: see Macrophage colo- 
ny-stimulating factor. 
Macrophage differentiation, in myeloid 
cells, CSF receptor and protein phos- 
phatase 2A in, 358:431 
Macrophage inflammatory protein la, ag- 
gre and proteoglycan binding 


by, 354:447 


54: 
I 


Macrophage migration inhibitory factor, 
from Trichinella spiralis, 357:373, 358: 
79] 

Vlad3 gene, S phase-specific expression of, 
35¢ 361 


Magnesium, free, adenylate kinase equi- 
librium and, 360:225 
Maize 
B-glucosidase Glul from, crystal struc- 
ture of, 354:37 
GST in, glutathione-binding residues in, 


358:101 
profilin mutants of, ngs 
protein synthesis in, IGF in, 358:95 


Major histocomps itibility class I, 
cytomegalovirus- mediated disloca- 
tion of, ubiquitination in, 358:369 
Malaria parasite 
haem detoxification pathway of, chloro- 
quine and, 355:3 
monocarboxylate transport in, 355 
Malayan krait venom, bucandin from, 
NMR structure of, 360:539 
Male infertility 
nonfunctional cyritestin genes and, 357: 
551 
zinc finger protein ZNF230 in, 359:721 
Malignant hyperthermia domain, caffeine 
and cresol sensitivity of ryanodine re- 
ceptors in, 360:97 ~ 
Malignant transformation, perlecan struc- 
ture and, 355:517 
Mammal(s), epigenetic states in, marks, 
mechanisms, and memory of, 356:1 


45 


Mammalian cells, phospholipase D-gener- 
ated . hosphatidic acid species in, 
360:7 

epitheli il cells, TNF-a-related 


apoptosis-inducing ligand gene in, 


360:31 

Mammary gland, DNase I-hy- 
persensitive sites in, 359:557 

Manihot esculenta linamarase, active site 
residues in, 353:199 


B-Mannan-binding modules, identification 
of, 356:791 
MAP kinase: 
tein kinase. 
Mass spectrometry, tandem, in biochemis- 
try, 355:545 
Mast cell exocytosis, regulation by phos- 
phatidylinositol transfer proteins and 
protein kinase C, 356:287 
Matrix metalloproteinase- | 
in caveolae, 353:547 
processing by calmodulin inhibitors, 


359:325 


Mitogen-activated pro- 


Matrix metalloproteinase-2 
in phenotypic transformation of lens ep- 
ithelial cells, 357:41 
omoter of, thrombin activation of, in 
HUVECs, 357:107 
Matrix metalloproteinase-9 
perimenstrual activation of progelati- 
nase B by, 358:275 
regulation by plasminogen and dipepti- 
dyl peptidase interaction, in prostate 


cancer cells, 355:: 

Matrix metalloproteinase-26, in epithelial 
cancer cells, 356:705 

Maurotoxin, oxidation/folding of, 358:681 

Max transcription factor, regulation dur- 
ing apoptosis, by dephosphorylation 
and clez ivage, 358:705 

Mcl-1 synthesis, regulation of, ERK, MAP 
kinase and phosphatidylinositol 3-ki- 
nase in, 356:473 

Mcm2 protein, Cdc6 protein interaction 
with, in budding yeast cells, 354:655 

MCP-1 receptor: see Monocyte chemoat- 
tractant protein-| receptor. 

medial-Golgi glycosyltransferase, traffick- 
ing of, 358:33 

Megakaryocytes, RGS18 in, myeloeryth- 
roid lineage specificity of, 359:109 
MEK: see Mitogen-activated protein ki- 

nase/extracellular signal-regulated ki- 
nase kinase. 
Melanin synthesis, tyrosinase and, 354:131 
a-Melanocyte-related tripeptide, in ‘eo 
polysaccharide-induced NF-«B trans 
activation, 355:29 
Melanoma cells, p27/Kip1 expression and 
growth in, MAP kinase control of, 


357:297 


Meloxicam, cyclo-oxygenase-2 inhibition 
by, 357:709 

Membrane binding, thrombin-sensitive 
protein S region and, 360:499 

Membrane blebs, LIM-kinase 2 induction 
of, 354:149 

Membrane depolarisation, methyl pyru- 
vate and, 354:345 

Membrane proteins, shedding susceptibil- 
ity of, recognition sequences and 
structural elements in, 353:663 

Membrane-associated guanylate kinase 
(MAGUK) family, zonula occludens 

2 as, C-terminal region phosphoryla- 
tion by protein kinase C, 360:295 

Menkes Wilson disease mutation, in cop- 
per ATPase, functional analysis of, 
357:217 

Menstruation, progelatinase B activation 
by stromelysin | in, 358:275 

Merlin 

actin interaction with, 356:3 
B-fodrin interaction with, 358:727 
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Metabolic pathways, sustained control in, 
necessary conditions for, 355:787 
Metabotropic glutamate receptors, group 

1, properties of, 359:465 
Metal regulatory element-binding pro- 
teins, in mouse, 353:591 
Metalloprotease-disintegrin ADAM: see 
ADAM (a disintegrin and metallo- 
proteinase domain). 
Metalloproteinase, snake venom-derived, 
endothelial cell apoptosis induced by, 
357:719 
Metallothionein 
nitric oxide-dependent pro-oxidant and 
apoptotic, 354:397 
Notothenia corliceps, structure and 
stability of, 354:291 
oxidative dimerisation in, 359:353 
Metallothionein-1, localisation of, func- 


Methionine | GST 
coinduction with, during chemical 
stress, 360:675 

Methyl pyruvate, B cell stimulation and, 
354: 345 

N-Methyl-b-aspartate receptor, matura- 
tion, transport, and assembly of, 356: 
539 

2-C-Methyl-b-erythritol 4-phosphate 
pathway, for isoprenoid biosynthesis, 

Metzincin, pregnancy-associated plasma 
protein A classification as, 358:359 

Mevalonate, synthesis of isopentenyl 


diphosphate and dimethylallyl 
diphosphi ite from, in Escherichia coli, 
353:59 


MHC class I: see Major histocompatibility 
complex class I. 
Microsomes, hepatic, GSTs from, 360:345 
Microtubule cytoskeleton, in GLUT4 ves- 
icle trafficking and insulin-stimulated 
protein 2B, myo- 
sin VIIA association with, 354:267 
Migration inhibitory factor, macrophage : 
from Trichinella spiralis, 357:373, 358: 
791 
Mismatch-binding protein MutS, mis- 
match affinity of, 354:627 
Mitochondria 
adenine nucleotide translocator isoform 
distribution in, 358:349 
in apoptosis, 353:357, 354:727 
apoptosis mediated by, in 1-170 glyco- 
protein-expressing cells, 355: 587 
Bad translocation in, Bel-2 and, 359:345 
Ca** stores in, in smooth 
363 
cytochrome c release from, tributylin 
and, 356:621 
depolarisation of, human 2-oxogluta- 
rate carrier overexpression and, 353: 
369 
of liver, protein disulphide isomerase 
distribution in, 356:567 
NADH:ubiquinone reductase activity 
in, inhibition by nitric oxide, 359:139 
S-nitrosoglutathione metabolism _ in, 
356:395 
superoxide anion 
353:411 
yeast Tom40p in, self-association and 
precursor protein binding of, 356:207 
Mitochondrial adenylate kinase, structure 
and expression of, 358:225 
Mitochondrial ATP synthase, bovine, 
DMSO effect on, 353:215 
Mitochondrial diseases, binary hetero- 
plasmy in, 357:835 
Mitochondrial dysfunction, ceramide sig- 
nalling and, in anti-Fas-induced apo- 
ptosis, 357:407 


generation _ by, 
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Mitochondrial function 
and calcium binding and translocation 
by voltage-dependent anion channel, 
358:147 
vitamin E deficiency and, 357:887 
Mitochondrial priming, effect on Ca** os- 
cillations and insulin secretion in B 
Mitochondrial transcription factor A, Dro- 
sophila, in Ke167 cell DNA transcrip- 
tion, 354:243 
Mitochondrial uncoupling artifact, caused 
by uncoupling protein | in yeast, 356: 
7719 
Mitogen-activated protein kinase 
activation of 
\-acylethanolamine-mediated cell 
signalling and, 360:67 
in soya bean oxidative burst signalling 
pathway, 355:795 
in control of p27/Kip1 expression and 
growth, in melanoma cells, 357:297 
fibroblast collagenase-1 induction and, 


GLUT4 activation by, 359:639 
in Mcl-1 synthesis regulation, 356:473 
in oxidised LDL-induced apoptosis, fla- 
vonoids in protection against, 358:547 
pathways of, IL-1 activation of, 353:275 
proinsulin C-peptide stimulation of, in 
fibroblasts, 355:123 
Mitogen-activated protein kinase/extracel- 
lular signal-regulated kinase kinase, 
PMA activation of, glucose-6-phos- 
phatase gene expression and, 357:867 
Mitogen-stimulated _TIS21 protein, 
rPICK1 protein interaction with, 354: 
635 
Mitomycin C, cell surface P-glycoprotein 
expression and, 355:617 
Mitosis, kinesin superfamily member 4 
chromosome association during, 360: 
549 
Mitotic phosphorylation, of 
tein, 358:447 
MK886, PPARa inhibition by, 356:899 
MMP: see Matrix metalloproteinase en- 
tries. 
MN/CA 9 promoter, specificity protein 
and activator protein | in, 359:669 
MOLT-4 cells, asparaginase-resistant, as- 
paragine synthetase substrate avail- 
ability in, 358:59 
Monocarboxylate transport, in Plasmo- 


HIRA pro- 


Monocyte(s), -activated, phos- 
pholipase D1 induction in, 358:119 
Monocyte chemoattractant protein-| 
multimerisation of, glycosaminoglycan- 
dependent chemotaxis and, 35 
in proline-rich tyrosine kinase-mediated 
signalling, 355:75 


751 

Monocyte chemoattractant protein-1 re- 
ceptor, homocysteine-stimulated ex- 
pression of, oxygen free radicals in, 
357:233 

Morphinone reductase, flavin reactivity in, 
environmental effects on, 359:315 

Mortalin, glucose-regulated protein inter- 
actions with, 357:393 

mSiglec-E, association with Src homology 
domain-containing protein tyrosine 
phosphatases, 353:483 

Msx3 protein, interaction with CBP and 
histone deacetylase, 353:13 

Mucin gene, in tracheobronchial epithelial 
cells, thyroid hormone regulation of, 
353:727 

Mucin gene MUCSAC 

glycopeptide N-acetylgalactosaminyl- 
transferase specificity for sites on, 
357:313 
organisation of, 358:763 
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Mucin glycans, from descending colon, 
Sd*-antigen-like structures in, 
358:657 

Mucin protein, C-terminal domain of, 
dimer formation and secretion of, 
357:203 

Mucus, biosynthesis and secretion of, in 
tracheal epithelial cells, 353:23 

Multidrug resistance proteins 

ABC signature and allosteric control in, 
356:71 

platelet-activating factor secretion by, 
357:859 

Murine double minute clone 2 protein, 
protein kinase CK2 phosphorylation 
of, 355:347 

Muscle 

of diabetic, phosphoinositide 3-kinase 
p85qa regulatory subunit in, 360:117 
red cells of, energetic units of, 356:643 
thermogenesis in, uncoupling protein 
homologue and, 353:441 
Muscle cells 
atrial, endothelin-induced GATA-4 
phosphorylation in, 359:375 
cardiac, in neonatal rat, angiotensin II- 
stimulated cyclic ADP-ribose forma- 
tion in, 354:727 
insulin uptake of glucose in, GLUT4 
translocation before, 359:639 
Muscle contraction 
dimethyl sulphoxide and, 358:62 
myosin subfragment | in, fluorescence 
temperature-jump study of, 358:165 
Mycobacterium tuberculosis 
alkyl hydroperoxidase AhpC from, 354: 
209 
Cu,Zn superoxide dismutase from, lipid 
modification of, 359:17 
pyrazinamidase from, structure-activity 
relationships for, 353:453 

Myeloerythroid lineage specificity, of 
RGS18, in megakaryocytes, 359:109 

Myeloid cells, macrophage differentiation 
in, CSF receptor and protein phos- 
phatase 2A in, 358:431 

Myeloma cells, IL-6 receptor shedding in, 
protein kinase C in, 358:193 

Myeloperoxidase, thiocyanate oxidation 
by, 358:233 

Myofibrils, inorganic phosphate — in, 
dimethyl sulphoxide and, 358:62 

myo-Inositol oxygenase, molecular 
and expression of, 360:313 

Myosin phosphatase targetting (MYPT) 
subunit 3, cloning and identification 
of, 356:257 

Myosin subfragment 1, fluorescence tem- 
perature-jump study of, 358:165 

Myosin VIIA, association with calmodulin 
and microtubule-associated protein 
2B, 354:267 

MYPTS3: see Myosin phosphatase target- 
ting subunit 3. 


N 
Na,K-ATPase 
a subunit of, cofilin interaction with, 


structural similarities to SERCA, 356 
685 
H~ exchangers, polar amino acids in, 
357:1 


NAD, binding of, deoxyhypusine synthase 
mutation and, 355:841 
NAD(P)H, in apoptosis, 353:357, 354:727 
NADH:ubiquinone reductase activity, mi- 
tochondrial, inhibition by nitric oxide, 
359:139 
NADPH oxidase 
and H* channel associated with, diethyl 
pyrocarbonate inhibition of, 358:315 
regulation of, neutrophil Rac-GTPase- 
activating protein in, 355:851 
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tion and, 355:473 
Methionine adenosyltransferase, in Jurkat 
} 
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NADPH-P450 oxidoreductase, effect on 
cytochrome P450 CYP2D6 holopro- 
tein, 356:613 

NapB protein, from Haemophilus influen- 
zae, 356:851 

Nasopharyngeal cancer cells, telomerase 
in, protein kinase Cé regulation of, 
355:459 

Natriuretic peptide receptor, preference 
for brain over atrial natriuretic pep- 
tide, 358:379 

Natural resistance-associated macrophage 
protein 1, as H*/bivalent cation anti- 
porter, 354:511 

Nck-2, interaction with IRS-1, 354:315 

Necrotic cell death, during hypoxia, phos- 
phoinositide 3-kinase and, 358:481 

Nematode: see also specific organism. 

macrophage migration inhibitory factor 
from, 357:373, 358:791 

stress-responsive glyoxalase I from, 353: 
445 

Neonatal rat, cardiac myocytes of, angio- 
tensin I]-stimulated cyclic ADP-ri- 
bose formation in, 354:727 

Nephropathy, diabetic, connective tissue 
growth factor in, 359:7 

Nerve growth factor, PC 
take and, 357:881 

Neural-specific regulation, of 
ceptor B-subunit gene, 35 

Neuroblastoma stem cells, differentiation 
of, Rb2 protein and, 360:569 

Neurodegeneration, glycogen synthase ki- 
nase-3 and, 359:1 

Neuroendocrine secretory protein 7B2, 
structure and functions of, 357:329 

Neurofibromatosis 2 protein merlin, actin 
interaction with, 356:377 

Neurofibromatosis 2 tumour suppressor 
gene, merlin-I from, B-fodrin interac- 
tion with, 358:727 

Neuroligin, PSD-95 binding by, 356:581 

Neuronal calcium sensor family, of Ca*- 
binding proteins, 353:1, 354:727 

Neurons, in inhibition of endoplasr ismic re- 
ticulum Ca~*-ATPase, 356:805 

Neuron-specific protein BM&88, cloning 
and localisation of, 355:715 

Neutrophils 

actin redistribution in, protein kinase 
Cé and, 357:39 

Ca** influx in, inositol trisphosphate 
binding and, 355:139 

Rac-GTPase-activating protein —_ in, 
NADPH oxidase regulation and, 355: 
851 

sulphatide-triggered spreading of, on 
collagen, 359: 621 

NF-E2-related factor 2, polyamine-modu- 
lated factor-1 interaction with, in reg- 


Ci2 cell iron up- 


slycine re- 


NF-«B: see Nuclear factor xB. 
NGF: see Nerve growth factor. 
Nicotiana glutinosa, ornithine decarboxyl- 
ase from, 360:657 
Nicotinic acid-ADP 
calcium signalling and, in mouse sub- 
mandibular acinar cells, 353:555 
microsomal Ca~~ release and, 353:531 
Nitration, of iron superoxide dismutase 
360:563 
Nitric oxide 
Ca** release mediated 
acinar cells, 355:87 
endothelial, synthesis of, glutamine in- 
hibition of, 353:245 
and Escherichia coli flavohaemoglobin 
affinity for dioxygen, 353:207 
in inhibition of mitochondrial NADH: 
ubiquinone reductase activity, 
359:139 
pro-oxidant and pro-apoptotic metallo- 
thionein dependent on, 354:397 


in parotid 


Nitric oxide synthase 
inducible 
CO binding to haem domain of, 358: 
201 
expression of, intracellular calcium 
and, 354:351 
in trout, 358:747 
neuronal 
Ca**/calmodulin binding to, hsp90 in 
6-nitrocatecholamine inhibition of, 
356:105 
superoxide generation from, 360:247 
reductase activities of, pterin interac- 
tions with, 356:43 
structure, function, and inhibition of, 
357:593 
Nitrite, inorganic, reduction to nitric ox- 
ide, suicide inactivation of xanthine 
oxidoreductase during, 358:325 
Nitrite reductase, type 2 copper centre 
mutants of, in Alcaligenes xylosoxi- 
dans, 353:259 
Nitrobenzylthioinosine-insensitive nucleo- 
transporter, equilibrative, 


6-Nitrocatecholamines, neuronal nitric ox- 
ide synthase inhibition by, 356:105 

Nitrogen, phosphoinositide and inositol 
trisphosphate signals induced by, in 
yeast cells, 359:517 

Nitrogen species, oxidative stress induced 
by, glutathione peroxidase-1 gene in, 
359:687 

Nitrogenase, protonation 
denum cofactor by, 3 

$-Nitrosoglutathione metabolism, in mito- 
chondria, 356:395 

S-Nitrosothiols, in aldose reductase mod- 
ification, 358:111 

N-methyl-D-aspartate receptor, matura- 
tion, transport, and assembly of, 356: 


Notothenia corliceps, metallothionein of, 
structure and thermal stability of, 
354:291 
Nuclear compartments, cellular, func- 
tional architecture of, 356:297 
Nuclear envelope formation, phosphati- 
dylinositol in, 356:495 
Nuclear factor-1, pl icental hormone § gene 
repression by, in pituitary cells, 354: 
387 
Nuclear factor kB 
IL-18-stimulated, functional analysis of 
IRAK-1 from, 359:403 
inhibitor of, M-CSF expression and, 


of iron-molyb- 
55:569 


356:525 
lipopolysaccharide- induced transloca- 
tion/activation of, 355:29 


in synergistic effect of PMA and cyto- 
kines on superoxide dismutase induc- 
tion, 353:147 
TNF-a activation of, thyrotropin and, in 
thyroid cells, 354:573 
Nuclear factor Y, in transcriptional regu- 
lation of cystathione -synthase, 


357:97 
Nuclear cycle, regula- 
tion of, 357:905 


Nucleolar Nopp 140, ecto- 
p120 as, 360:579 

Nucleolin, as new L-selectin ligand, 360: 
531 

Nucleophile, catalytic, in Aspergillus niger 
a-glucosidase, 359:381 


Nucleoside transporter, equilibrative ni- 
trobenzylthioinosine-insensitive, 353: 
387 


Nudix hydrolase, peroxisomal, specific for 
coenzyme A and derivatives, 357:33 

Nudt7 gene, encoding of peroxisomal co- 
enzyme A diphosphatase by, 357:33 


Ochrobactrum anthropi, methionine sul- 
phoxide reductase coinduction with 
GST in, during chemical stress, 360: 
675 
Oculocutaneous albinism type 1, molecu- 
lar basis of, tyrosine transport and, 
355:259 
Oestrogen formation, 176-hydroxysteroid 
dehydrogenase regulation of, 356:269 
Oestrogen receptors, caveolin-1 activation 
of, 359:203 
Old Yellow Enzyme family, flavin reactiv- 
ity in, environmental effects on, 359: 
315 
Oligomerisation, in acetylcholinesterase 
pharmacokinetics, 354:613 
Oligonucleotides, delivery into mamma- 
lian cells by anionic seutides, 354:671 
Oligosaccharides 
asparagine-linked, in thyrotropin recep- 
tor expression, 354:331 
heparan sulphate, purification of, 354: 
141 
Onchocerca volvulus, stress-responsive 
glyoxalase I from, 353:445 
Oncorhynchus mykiss, inducible nitric ox- 
ide synthase in, 358:747 
Oncostatin M, overexpression in astrocy- 
toma cells, 355:307 
Oocyte maturation, Xenopus, phosphoino- 
sitide 3-kinase-y induction of, 
360:69 | 
Ornithine decarboxylase 
cardiac hyp ertrophy and, 358:25 
gap junction communication and, 357 
489 
in mouse kidney, n 
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egative regulation of, 


from Nic otiana glutinosa, 360: 657 
polyamine and catabolism 
accelerated by, 358:343 
Ornithine decarboxylase mRNA, 3’-un- 
translated region of, in translational 
regulation of enzyme, 356:627 
Ornithine transcarbamylase, crystallo- 
graphic insights into, 354:501 
Osmotic stress, phosphatidylinositol 
5-monophosphate and, 360:491 
Osteoarthritis, cartilage aggrecan in, 358: 
615 
Osteocalcin, as PHEX endopeptidase cat- 
alytic inhibitor, 355: 
Osteosarcoma cells, hyaluronan synthase 
regulation and expression in, 354:17 
Ovalbumin, uptake and degradation of, 
wortmannin inhibition of, 357:497 
Ovarian cells, phosphatidylglycerophos- 
phate synthase purification from, 
354:9 
Oxidation 
H-ras modification by, 355:145 
of phospholipids, detection by HPLC 
and positive ionisation electroscopy 
MS, 355:449, 357:911 
f pyridine nucleotides, in Jurkat cell 
apoptosis, 353:357, 354:727 
Oxidation/folding, of maurotoxin, 358:681 
Oxidative burst signalling pathway, of soya 
bean, MAP kinase activation in, 355: 
795 
Oxidative damage 
aging-related, of protein, in Drosophila, 
360:209 
protein [4Fe-4S] cluster sensitivity to, 
360:717 
Oxidative dimerisation, in metallothio- 
nein, 359:353 
Oxidative stress: see also Low density li- 
poprotein, oxidised. 
chemokine genetic regulation by, 360: 


321 
effects on insulin and PDGF signalling, 
in adipocytes, 355:757 


ferritin and, 357:241 
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| 
ulation of spermidine/spermine N’- 
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fibroblast death induced by, epicatechin 
protection against, 354:493 
induced by reactive oxygen and nitrogen 
species. glutathione peroxidase-1 
gene in, 359:687 
lipid scavenger induced by, tear lipoca- 
lin as, 356:129 
and neuronal nitric oxide synthase inhi- 
bition by 6-nitrocatecholamines, 356: 
105 
Oxidised LDL: 
tein, oxidised. 
2-Oxoglutarate carrier, overexpression of, 
mitochondrial depolarisation 
353:369 
Oxygen free radicals, in homocysteine- 
stimulated MCP-1 receptor expres- 
sion, 357:233 
Oxytocin receptor, agonist binding to, 354: 
465 


Low density lipopro- 


P 
p38 
fibroblast collagenase-1 induction and, 
355:437 
GLUT4 activation by, 359:639 
phosphospecific cell-based ELISA for, 
355:879 
pl20, nucleolar 
Nopp 140, 360:579 
casein kinase 1 phosphorylation 
of, in leucocytes, 358:783 
ps9; B-catenin interaction with, 360:3 
degradation-resistant of 
35351 
p27/Kip! expression and growth, in mela- 
noma cells, MAP kinase control of, 
357:297 
p24 cargo receptors, localisation in early 
secretory pathway, 360:421 
p85a regulatory subunit, of phosphoinosi- 
tide 3-kinase, in muscle and adipose 
tissue of diabetic, 360:117 
p42/p44. MAP. kinase, phosphospecific 
cell-based ELISA for, 355:879 
p53 turnover, serine phosphoryl: ition-de- 
pendent regulation of, 359:459 
p8 gene, Smad transcriptional activity and, 
357:249 
thymidine kinase 1 interaction 
with, 356:829 
p73 splicing variants, transcriptional activ- 
ities of, 356:859 
PACE4, regulation by human and mam- 
malian ASH-1, 360:683 
Palmitoylethanolamide, breast cancer cell 
proliferation and, 358:249 
Pancreas, membrane zymogen granule in, 
cholesterol-dependent  syncollin 
teraction with, 356:843 
Pancreatic islets: see B cells. 
’andinus imperator venom, amphipathic 
antimicrobial peptides from, 359:35 
Papain, catalytic mechanism of, conforma- 
tional change in, 357:343 
Paraoxonase, platelet-activating factor hy- 
drolysis by, 354:1 
Parasite 
macrophage migration inhibitory factor 
from, 357:373, 358:791 
stress-responsive glyoxalase I from, 353: 
445 
Parathyroid hormone-related peptide, as 
PHEX endopeptidé ise Catalytic activ- 
ity substrate, 355:707 
Parotid acinar cells, nitric oxide and 
cGMP-mediated Ca~* release in, 
355:87 
Parotid gland secretory protein gene en- 
hancer, protein-binding elements in, 
in salivary gland-specific expression, 
3572537 
Pasteurella haemolytica, acy\neuraminate 
cytidylyltransferase from, kinetic 
properties of, 358:585 


phosphoprotein 
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Pathogen-activated monocytes, phospho- 
lipase D1 induction in, 358:119 
Paxillin, Crk binding sites of, tyrosine 

phosphorylation of, 360:57 
PDGF: see Platelet-derived growth factor. 
Pears, hydroxyl radical actions on polysac- 
charides in, 357:729 
Pectate lyase, from Pseudomonas cellu- 
losa, carbohydrate-binding module 
in, 355:155 
Peptide library, continuous affinity-based 
selection in, 357:779 
Peptide methionine sulphoxide reductase, 
aging and, 355:819 
Pe ptide- -binding protein 74, glucose-regu- 
lated protein interactions with, 357: 
393 
Peptide/histidine transporter, lymphatic, 
cloning of, 356:53 
Peptostreptococcus magnus, protein’ L 
from, immunoglobulin binding do- 
main of, 353:395 
Perlecan, structure of, malignant transfor- 
mation and, 355:517 
Perlecan protein core, in keratinocyte 
growth factor receptor activation, 
359:153 
Peroxisomal lipid-metabolising pathways, 
prenat il and postnatal development 
of, 353:673 
Peroxisome proliferator-activated recep- 
tors 
a isoform of 
bifunctional enzyme activation of, 
393:255 
fatty acyl CoA inhibition of, 353:231 
MK886 inhibition of, 356:899 
in regulation of liver and small intes- 


481 
in regulation of platelet-activating 
factor receptor expression in mac- 
rophages, 354:225 
6 isoform of, in regulation of liver and 
small intestine fatty acid-binding pro- 
tein, 355:481 
6 and y isoforms of, fatty acid translo- 
case promoter and, during adipose 
differentiation, 360:305 
isoform of 
and arachidonic acid-increased ex- 
pression of aldehyde dehydroge- 
nase, 357:811 
DMA specificity of, retinoid X recep- 
tor a and, 353:193 
fatty acyl CoA inhibition of, 353:231 
Peroxisome proliferator-responsive ele- 
ments, fatty acid translocase pro- 
moter and, during adipose differenti- 
ation, 360:305 
Peroxisome-targetting signal transport, 
PexSp mediation of 
in mammals, 357:625 
regulation by Hsp70, 357:157 
Peroxynitrite 
cyto-/geno-toxicity of, ascorbic acid and, 
356:509 
iron superoxide dismutase nitration in- 
duced by, 360:563 
mitochondrial enzyme I complex inhibi- 
tion by, 359:139 
Pertussis toxin-sensitive G protein, in pro- 
insulin C-peptide-stimulated MAP 
kinase, in fibroblasts, 355:123 
PEX1-defective Zellweger syndrome, im- 
paired PexIp- Pex6p interaction in, 
357:417 
Pex5p, peroxisome-targetting signal trans- 
port mediated by 
identification in mammals, 357:625 
regulation by Hsp70, 357:157 
P-glycoprotein 
expression on cell surface, mitomycin C 
and doxorubicin effects on, 355:617 
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multidrug resistance, platelet-activating 


factor secretion by, 357:859 

pH, hepatic intracellular, lactate and, 358: 
569 

pH optimum, alkaline, engineering glyco- 
sidase Family 7 cellobiohydrolase to, 
356:19 

Phagosomes, coat-protein complex pro- 
teins on, regulation by brefeldin A- 
sensitive ADP-ribosyli ition factor, 
355:409 

Phen Green method, to determine subcel- 
lular distribution of chelatable iron, 


356:61 
Phenanthrolinone, _ prolyl 4-hydroxylase 
inhibition by, 353:333 


Phenylalanine 45 in cytochrome P450 
2D6 catalytic activity, 355:373 
PHEX endopeptidase, catalytic activity of, 
substrate and inhibitors of, 355:707 
Phorbol ester, effect on insulin regulation 
of IGFBP-1! and glucose-6-phospha- 
tase gene expression, 359:611 
Phorbol myristate acetate 
activation of MEK kinase and ERK by, 
glucose-6- gene expres- 
sion and, 357:867 
apoptosis see by, lysophosphatidic 
acid and, 359:227 
in superoxide dismutase induction 
NF-«B and, 353:147 
Phosphatase and tensin homologue de- 
leted on chromosome 10 (PTEN), 
cellular targetting of, 357:427 
Phosphate 
inorganic, in myofibrils, dimethyl sul- 
phoxide and, 358:627 
as PHEX endopeptidase catalytic activ- 
ity inhibitor, 355:707 
Phosphate-binding loop, Rab GTPase 
function and, 355:681 
Phosphatidic acid, phosphatidylethano- 
lamine interaction with, and apocyto- 
chrome c translocation, 354:681 
Phosphatidic acid species, phospholipase 
D-generated, in mammalian cells, 
360:707 
Phosphatidylethanolamine, phosphatidic 
acid interaction with, and apocyto- 
chrome c translocation, 354:681 
Phosphatidylglycerophosphate synthase, 
purification from Chinese hamster 
ovary cells, 354:9 
Phosphatidylinositol 
levels in cellular nuclei, 357:905 
in nuclear envelope formation, 356:495 
Phosphatidylinositol 3-kinase 
GLUT translocation induced by, Rab4 
inhibition of, 356:143 
in Mcl-1 synthesis regulation, 356:473 
VEGF receptor Flt-1 binding of, 358: 
465 
Phosphatidylinositol 3-phosphate, cellular 
functions of, 355:249 
Phosphatidylinositol  3,4-bisphosphate- 
binding pleckstrin homology domain, 
of TAPP1, structure of, 
Phosphatidylinositol 5- monophosphi ite, 
osmotic stress and, 360:491 
Phosphatidylinositol 3-phosphate-binding 
protein, tandem FYVE fingers in, 
355:113 
Phosphatidylinositol phosphate — kinase 
AtPIPSK1, phosphatidylinositol 
bisphosphate synthesis by and phos- 
phorylation inhibition of, 359:583 
Phosphatidylinositol transfer proteins, 
mast cell exocytosis and, 356:287 
Phosphatidylinositol trisphosphate, 
DOCK180 binding to, 354:73 
Phosphodiesterase 3 A, cyclic nucleotide, 


in vascular smooth muscle cells, 
353:41 
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Phosphodiesterase 5, cGMP-dependent 
protein kinase activation of, in 
smooth muscle, 360:199 

6-Phosphofructo-2-kinase/fructose-2,6- 
bisphosphatase, insulin regulation of, 
353:267 

Phosphoinositide 3-kinase 

in diacylglycerol kinase @ translocation 
and activation, 353:129 

kinase-deficient, cathepsin D matura- 
tion and, 353:655 

and necrotic cell death during hypoxia, 
358:48 1 

in proinsulin C-peptide-stimulated 
MAP kinase, in fibroblasts, 355:123 

p85 subunit of 
B-catenin interaction with, 360:335 
in muscle and adipose tissue of dia- 

betic, 360:117 

in regulation of ERK activation induced 
by G_ protein-coupled receptors, 
360:7 

Xenopus oocyte maturation induced by, 
360:69 | 

Phosphoinositide, FY VE zinc-finger pro- 

teins binding of, in Arabidopsis, 359: 

65 

Phosphoinositide 3-phosphatase, TPIP as 

360:277 

Phosphoinositide hydrolysis, bradykinin- 

mediated, IL-18 enhancement of, 

354:439 

Phosphoinositide signalling 

nitrogen-induced, in yeast cells, 
Phox homology domain in, 360: 

Phospholamban residues, sarcoplasmic re- 
ticulum calcium-activated ATPase in- 
teraction with, 355:699 

Phospholipase A,a, in glomerular epithe- 

lial cells, membrane association of, 

353:79 


359:517 
513 


Phospholipase C, glycosylphosphatidyli- 
nositol- in release of renal 


339 
Phospholipase Cél, pleckstrin homology 
domain of, inositol trisphosphate 
binding by, 356:137 
Phospholipase D 
isoforms of, regulation by Ras and pro- 
tein kinase Ce, 359:211 
substrate specificity of, 360:707 
Phospholipase D, interaction sites for 
RhoA, 355:779 
Phospholipase D1 
endosomal localisation of, protein C 
termini in, 356: 
serine kinase interaction with, 354:369 
Phospholipase D2, stimulation by Gays ac- 
tivator, 359:599 
Phospholipid bilayers, dansyl-labelled sur- 
factant-associated protein C in, 359: 
651 
Phospholipid hydroperoxide glutathione 
peroxidase, in platelets, 353:91 
Phospholipid oxidation, detection by 
HPLC and positive ionisation elec- 
troscopy MS, 355:449, 357:911 
Phospholipid transfer protein, HDL gen- 
eration and, 360:379 
Phosphoprotein(s), in signal transduction, 
tetanus toxin heavy chain C-terminal 
portion activation of, 356:97 
Phosphorylation 
in apolipoprotein B mRNA editing, 
357:661 
endothelin-induced, 
atrial muscle cells, 
inhibition by phosphatidylinositol phos- 
phate kinase AtPIPSK1, 359:583 
of LAT. Zap-70 sites for, 356:461 
mitotic, of HIRA protein, 358:447 
mutated tau proteins mimicking, 357 
759 


GATA-4, in 


of 
359:375 


in regulation of pyruvate dehydroge- 
nase activity, 358:69 

of serine, and TNF-a activation of pro- 
tein kinase B, 359:119 

Photosynthesis, adenylate kinase equilib- 

rium and free magnesium in, 360:225 

Photosystem I, of cyanobacterial ycf37 

Phox homology domain, in phosphoinosi- 

tide signalling, 360:513 

Physarum polycephalum, GTP cyclohydro- 

lase | mRNA in, 355:499 

Phytase mutation, in barley gre 1in, inositol 
phosphates from, 354:47: 

Pichia pastoris, glycosylation by, of recom- 
binant cé irbohydr: ite-binding module, 
358:423 

Pituitary cells 

nuclear factor-1 repression of placental 
lactogen in, 354:387 

p24 cargo receptor localisation in, 360: 
421 

Placenta 

amino acid and iodothyronine transport 
in, System L permease LAT in, 356: 
719 

indoleamine 2,3-dioxygenase and tryp- 
tophan 2,3-dioxygenase in, 355:425 

iron transfer across, iron deficiency and, 
356:883 

Placental lactogen, nuclear factor-1 re- 

pression of, in pituitary cells, 354:387 

Planthopper, pyrethroid resistance 

GST in, 357:65 

Plants, S-< idenosyl- L-methionine decar- 

boxylases in, 353:403 

Plasma a,-Heremans-Schmidt glycopro- 

tein, phosphorylation of, 357:437 

Plasma membrane, Ca** of, catalytic core 

in activation of, 356:241, 357:911 

Plasma membrane-associated protein, in 

adipocyte, 359:393 

Plasminogen, dipeptidyl peptidase inter- 
action with, in matrix metalloprotein- 
ase-9 regulation in prostate cancer 
cells, 355:397 


Plasminogen activator, urokinase-type 


interaction with plasminogen activator 


inhibitor-1, in LDL receptor-related 
protein, 357:289 
processing of, 355:639 
Plasminogen activator inhibitor-1, interac- 
tion with urokinase-type plasminogen 
activator, in LDL receptor-related 
protein, 357:289 
Plasmodium falciparum 
haem detoxification pathway of, chloro- 
quine and, 355:333 
haemoglobinase falcipain-3 from, ex- 
pression and characterisation of, 360: 
481] 
monocarboxylate transport in, 355:733 
Platelet(s) 
glycoprotein GPIb-IX of, maturation of, 
358:295 


phospholipid hydroperoxide glutathi- 


secretion-like coupling of inositol 
trisphosphate receptor with transient 
receptor potential channel in, 356:191 
SERCA isoforms in, 358:559 
Platelet activation, Hic-5 in, 355:691 
Platelet aggregation, dendroaspin_inhibi- 
tion of, proline role in, 355:633 
Platelet-activating factor 
hydrolysis by paraoxonase, 354:1 
secretion by multidrug resistance pro- 
tein, 357:859 
Platelet-activating factor acetylhydrolase 
and transacetylase, activity in plasma 
LDL, 357:457 
Platelet-activating factor receptor, in mac- 
rophages, regulation by oxidised LDL 
and PPARa, 354:225 
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Platelet-derived growth factor signalling, 
oxidative stress and, in adipocytes, 
355:75 

Pleckstrin homology domain 

phosphati 3,4-bisphosphate- 
binding, of TAPP1, structure of, 358: 
287 
of phospholipase C61, inositol trisphos- 
phate bin ding by, 356:137 
translocation of, ceramide and, 354:359 
PMA: see Phorbol myristate acetate. 
Polyamine(s) 
biosynthesis and catabolism of, acceler- 
ation by ornithine decarboxylase and 
SSAT, 358:343 
in regulation of gap junction communi- 
cation in connexin-43 expressing 
cells, 

Polyamine analogues, in inhibition of 
spermidine spermine N-acetyltrans- 
ferase ubiquitination, 358:137 

Polyamine depletion, caspase activation 
and, 355:199 

Polyamine metabolism, cell cycle progres- 
sion and, 354:217 

Polyamine transport systems, on vacuolar 
membrane, in yeast, 353:681 

Polyamine-modulated factor-1, interac- 
tion with NF-E2-related factor 2, in 
regulation of spermidine/spermine 
\’-acetyltransferase gene, 355:45 

Polyamine-modulated factor-I gene, clon- 
ing and characterisation of, 359:387 

Polyethylene glycol, in chemical modifica- 

tion of recombinant human acetyl- 

cholinesterase, 357:795 

Polyhydroxyalkanoate synthase class II, 

matrix-assisted refolding of, 358:263 

Polymerising actin, sound attenuation of, 


Polymorphonuclear granulocytes, sul- 
phatide- triggered spre< of, on 
collagen, 359:621 

Polyoma virus-like particles, recombini int, 
cell-specific targetting of, 356:867 


Po iccharides 


capsular, from bacterial strain B33, 357: 
505 

hydroxyl radical action on, in pears, 357 
739 


Porphyrin substrate-bound variants, ferro- 
chelatase genetic mutation and, 356: 
217 

Porplyromones, gingivalis, proteinases 
from, coagulation factor IX activa- 
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tion by, 353:32 
Potassium, extracellular, apoptosis inhibi- 
tion by, 357:137 
Potassium currents, inwardly rectifying, 
transient receptor potential 4 and, 
354:717 
Potato, lipoxygenase from, probing of, 
353:345 
PPAR: see Peroxisome proliferator-acti- 
vated receptor entries. 
Pregnancy, uterocalin in, lipid binding by, 
356:369 
Pregnancy-associated plasma protein A, 
proteolytic domain of, 358:359 
Preptin, insulin secretion and, 360:431 
Pressure, butyrylcholinesterase inactiva- 
tion induced by, 356:487 
Profilin 
mutations in, in maize, 358:49 
and sound of polymerising 
actin, 355:771 
Progelatinase B, perimenstrual activation 
by, stromelysin | in, 358:275 
Proinsulin C -peptide, MAP kinase stimu- 
lated in fibroblasts, 355:123 


Proline-rich tyrosine kinase, 
mediated by, MCP-1 in, 
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Prolyl 4-hydroxylase, phenanthrolinone 
inhibition of, 

Pro-matrix metalloproteinase-2, thrombin 
activation of, in HUVECs, 357:107 

Promyelocytic cell differentiation, retinoid 
and dihydroxyvitamin D, regulation 
of steroid sulphatase activity during, 
355:361 

Proprotein convertase(s), viral envelope 
glycoprotein processing by, 353:537 

Proprotein convertase PACE4, regulation 
by human and mammalian ASH-1, 
360:683 

Prostacyclin, WEGF-induced production 
of, protein kinase C and ERK1/2 in, 
353:503 

Prostaglandin D, synthase, GSH-depen- 
dent, tissue-specific expression of, 
359:507 

Prostate, 7a-hydroxylation of 7a-hydroxy- 
lation of 25- hydroxycholesterol and 

Prost ite cancer matrix meté lopro- 
teinase-9 in, regulation by plasmino- 
gen interaction with dipeptidyl pepti- 
dase, 355:397 

Protease, shedding susceptibility of, recog- 
nition sequences and structural ele- 
ments in, 353:663 

Proteases, bacterial, inhibition by caspase 
inhibitors, 357:575 

Proteasomes 

complexes of, level and phosphoryl ition 


spermidine spermine N-acetyltrans- 
ferase targetting to, polyamine ana- 
logue inhibition of, 358:137 
as vinblastine targets, 356:835 
Protein(s) 
aging-related oxidative damage to, in 
Drosophila, 360:209 
fluorescent, combining 
Ca** dyes with, 356:345 
tetrameric, acyl-CoA:diacylglycerol 
acyltransferase as, 359:707 
Protein 68, chondrocyte-expressed, as 


fluorescent 


marker gene, 353:169 

Protein 7B2, structure and functions of, 
357:329 

Protein catabolism, in ras- seers fi- 
broblasts, glucose regulation of, 357: 


256 
Protein disulphide isomerases 
activity differences in, 357:83 
distribution in liver mitochondria, 356: 
567 
interaction with hydroxyaryl group 
ligands, 354:553 
Protein dynamics, cell nucleus in, func- 
tional architecture of, 356:297 
Protein farnesyltransferase, Lys'®*a in, in 
substrate binding and catalysis, 360: 
625 
Protein folding, thioredoxin boxes in, 
357:83 
Protein kinase 
Ca-~/calmodulin-dependent, CD44 
phosphorylation and, 357:843 
cGMP-dependent, phosphodiesterase 5 
activation and guanylate cyclase inhi- 
bition by, 360:199 
Protein kinase A, in elongation factor-2 
kinase phosphorylation, 353:621 
Protein kinase B 
GLUT4 translocation induced by, Rab4 
inhibition of, 356:143 
hormone and growth factor-mediated 
activation of, actin cytoskeleton in, 
phosphospecific cell-based ELISA for, 
355:879 
TNF-a activation of, serine phosphory- 
lation and, 359:119 
Protein kinase C 
mast cell exocytosis and, 356:287 
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in proinsulin C-peptide-stimulated 
MAP kinase, in fibroblasts, 355:123 
in signal transduction, tetanus toxin 
heavy chain C-terminal portion acti- 
vation of, 356:97 
in VEGF-induced prostacyclin produc- 
tion, 353:503 
zonula occludens 2 C-terminal region 
phosphorylation by, 360:295 
Protein kinase Ca-binding protein 
rPICKI, mitogen-stimulated TIS21 
protein interaction with, 354:635 
Protein kinase Cé 
actin binding and redistribution by, in 
neutrophils, 357:39 
in IL-6 receptor shedding, in myeloma 
cells, 358:193 
Protein kinase Cn, in IL-6 receptor shed- 
ding, in myeloma cells, 358:193 
Protein kinase Ct, phospholipase D iso- 
form regulation by, 359:211 
Protein kinase CK2 
assembly of, 358:87 
autocatalytic tyrosine phosphorylation 
of, 357:563 
in phosphorylation of murine double 
minute clone 2 protein, 355:347 
in regulation of IFI 16 nuclear import, 
353:69 
Protein kinase CZ, in telomerase regula- 
tion, in nasopharyngeal cancer cells, 
355:459 
Protein kinase DYRKIA, tyrosine phos- 
phorylation of, 359:497 
Protein kinases/phosphatases, TMF-a re- 
ceptor activation of, 359:525 
Protein L, from Peptostreptococcus mag- 
nus, immunoglobulin binding domain 
Of, 
Protein [4Fe-4S] clusters, sensitivity to ox- 
idative damage, 360:717 
Protein phosphatase 1 
focal adhesion kinase association with, 
cell cycle dependence of, 358:407 
MYPTS3 as subunit of, 356:257 
regulatory subunit R5 of, in diabetes 
and starvation, 
Protein phosphatase 1/2A, inhibition of, 
hepatocyte nuclear fe ctor 1 activity 
and, 354:301 
Protein phosphatase 2A 
in macrophage differentiation in my- 
eloid cells, 358:431 
recombinant catalytic subunit of, 357: 
225 
Protein phosphatase 2A, structure, func- 
tion, and regulation of, 353:417 
Protein S, thrombin-sensitive region of, 
membrane binding and, 360:499 
Protein synthesis, in maize, IGF in, 358:95 
Protein tau, phosphorylation by kinase 
DYRK, 355:609 
Protein tyrosine phosphatases 
Src homology —domain-containing, 
CD33-related sialic acid-binding im- 
munoglobulin-like lectin association 
with, 353:483 
subcellular localisation of, 354:581 
Proteinases, from Porphyromonas gingiva- 
lis, coagulation factor IX activation 
by, 353:325 
Protein-binding elements, in parotid gland 
secretory protein gene enhancer, sal- 
ivary gland-specific expression and, 
357:537 
Protein-coenzyme interactions, in adeno- 
sylcobalamin-dependent — glutamate 
mutase, 355:13 
Proteoglycan, MIP-la@ binding of, 354:447 
Proteolytic domain, of pregnancy- -associ- 
ated plasma protein A, 358:359 
Prothrombin mRNA, quantification of, 
356:111 
Proton permeability, lysosomal membrane 
thiol groups and, 360:355 
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Protonation, of iron-molybdenum cofac- 
tor, by nitrogenase, 355:569 
PSD-95, neuroligin binding of, 356:581 
Pseudomonas, rhamnogalacturonan lyases 
from, cellulose binding by, 355:167 
Pseudomonas aeruginosa, polyhydroxyal- 
kanoate synthase class II from, ma- 
trix-assisted refolding of, 358:263 
Pseudomonas cellulosa 
glycoside hydrolase arabinofuranosi- 
“dase from, 358:599 
substrate specificity of, 358:607 
pectate lyase from, carbohydrate-bind- 
ing module in, 355:155 
Pseudomonas oleovorans, two-iron rubre- 
doxin of, 354:89 
Pseudomonas stutzeri cd, nitrite reductase, 
structural relaxations in, 355:39, 356: 
911 
Pseudonajatoxin b precursor, cloning and 
characterisation of, 
Psoriasis, haem oxygenase-1 in, 353:459 
PTEN (phosphatase and tensin homo- 
logue deleted on chromosome 10) 
cellular targetting of, 357:427 
in TPIP, 360:277 
Pterin, interaction with reductase activi- 
ties of nitric oxide synthase, 356:43 
Pyrazinamidase, from Mycobacterium tu- 
berculosis, structure-activity relation- 
ships for, 353:453 3 
Pyrethroid resistance, GST 
thopper, 357:65 
Pyridine nucleotides, oxidation of, in Jur- 
kat cell apoptosis, 353:357, 354:727 
Pyrroloquinoline quinone, semiquinone 
radical of, calcium in stabilisation of, 
357:893 
Pyruvate dehydrogenase, phosphorylation 
of, 358:69 
Pyruvate kinase gene, L-type. transcrip- 
tion of, Spot 14 protein and chicken 
ovalbumin upstream promoter-tran- 
scription factor | in, 358:175 
Pyruvate transport, in Plasmodium falcipa- 
rum, 355:733 


in plan- 


Quinone oxidoreductase, unfolding and 
refolding of, a-crystallin in, 359:547 


R 

Rab4, inhibition of phosphatidylinositol 
3-kinase- and protein kinase B-in- 
duced GLUT4 translocation, 356:143 

Rab GTPase function, phosphate-binding 

Rac-GTPase-activé ating protein, in neutro- 
phil granulocytes, NADPH oxidase 
regulation and, 355:851 

Rafts, in synoviocytes, ectopeptidases in, 
354:47 

Ras, phospholipase D isoform regulation 
by, 359:211 

ras-transformed fibroblasts, protein catab- 
olism in, glucose regulation of, 357: 
256 

Reactive oxygen, oxidative stress induced 
by, glutathione peroxidase-1 gene in, 
359:687 

Reactive oxygen intermediates, in tobacco 
smoke-inducible haem oxygenase-1, 
353:475 

Reactive oxygen species, in trichosanthin- 
induced choriocarcinoma cell apo- 
ptosis, 355:653, 358:792 

Recoverin, as Ca*-binding protein, 353:1, 
354:727 

Reductase activities, of nitric oxide syn- 
thase, pterin interactions with, 356:43 

Refsum disease, infantile, impaired 
Pex! p-Pex6p interaction in, 357:417 

Renal dipeptidase, release from kidney tu- 
bules, glycosylphosphatidylinositol- 
specific phospholipase C in, 353:339 


| 
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Renal tubules 
gluconeogenesis from glutamine and 
lactate in, 360:371 
renal dipeptidase release from, glyco- 
sylphosphatidylinositol-specific phos- 
pholipase C in, 353:339 
Representational difference analysis, of 
chondrocyte-expressed protein 68, 
353:169 
Respiration 
adenylate kinase equilibrium and free 
magnesium in, 360:225 
binary mitochondrial heteroplasmy and, 
Respir itory chain activities, lipid peroxi- 
dation and, 357:887 
Respiratory syncytial virus, surface glyco- 
proteins of, proprotein convertase 
cleavage of, 353:537 
Retina, cyclic GMP phosphodiesterase in, 
mutations of, 353:467 
Retinoblastoma gene family, neuroblas- 
toma stem cell differentiation and, 
360:569 
Retinoic acid, in regulation of acylation- 
stimulating protein and complement 
C3, in adipocytes, 356:445 
Retinoid X receptor a, and PPARy DNA 
specificity, 353:193 
Retinoids, in regulation of steroid sul- 
phatase activity during promyelocytic 
cell differentiation, 355:361 
Retinol, binding by uterocalin, 356:369 
Retinol-binding protein, from Globodera 
pallida, 356:387 
RGS18, myeloerythroid lineage specificity 
of, in megakaryocytes, 359:109 


Rhamnogalacturonan lyases, from 
Pseudomonas, cellulose binding by, 
355:167 


Rho GDP dissociation inhibitor-binding- 
defective mutant, of Cdc42Hs, func- 
tion of, 359:285 

RhoA, interaction sites of phospholipase 
D for, 355:779 

Rhodopsin, transducin subunit interaction 
with, 358:389 

Rhodostomin, binding to integrin allbp3, 
357:57 

Ribonucleoprotein E1B-AP5, heteroge- 
neous nuclear, arginine methylation 
of, 358:305 

Ribosome-inactivating protein, from iris, 
genomic DNA fragments that bind 
to, 357:875 

Ricin lipolytic activity, on neutral lipids, 
358:773 

RNA, laminin assembly interference by, 
Drosophila cells, 360:167 

RNA interference, of Drosophila mito- 
chondrial transcription factor A, 354: 
243 

RNA splicing, in regulation of apolipopro- 
tein B mRNA editing, 359:697 

rPICK1 protein, TIS21 protein interaction 
with, 354:635 

Rubredoxin, two-iron, of Pseudomonas 
oleovorans, 354:89 

Ryanodine, Ca** stores sensitive to, in 
smooth muscle, 357:363 

Ryanodine receptors 

caffeine and cresol sensitivity of, in skel- 
etal muscle calcium channel, 360:97 

dihydropyridine receptor interaction 
with, in brain, 354:597 

FK506-binding protein mapping on, 
354:413 

in regulation of calcium current, in ino- 
sitol _ trisphosphate-deficient cells, 
360:17 


S 

S phase, Mad3 gene expression in, 359:361 

SAAT: see Spermidine/spermine N-acetyl- 
transferase. 


Saccharomyces cerevisiae 


budding cells of, Cdc6 protein interac- 
tion with Mcm2 protein in, 354:655 

cytochrome oxidase of, site-directed 
mutations in, 354:407 

GLK! and HXK genes of, 2 
protein control of, 355:625 

glucose-dependent signals in, > FBP ] pro- 
moter response to, 359:193 

y-glutamyl transpeptidase in, in vacuo- 
lar transport and glutathione metab- 
olism, 359:631 

modifying trehalose 6-phosphate level 
in, 353:157 

Tom40p from, self-association and pre- 
cursor protein binding of, 356:207 

S-adenosyl- L-methionine decarboxylases, 


Si iliva i, agglutinin in, identical with gp-340, 
359-243 
Salivary gland, and parotid gland secretory 
protein gene enhancer protein-bind- 
ing elements, 357:537 
Salt tolerance, polar amino acids and, 
357:1 
Sarcoplasmic reticulum 
calcium-activated ATPase in, interac- 
tion of phospholamban residues with, 
355:699 
Ca** reuptake by, 
effect on, 354:5 So 
Ca-* stores in, in smooth muscle, 357: 
363 
of skeletal muscle, Ca?*-ATPase of, 
structural similarities with Na,K-AT- 
Pase, 356:685 
Sarcoplasmic/endoplasmic reticulum 
Ca-*~-ATPase pump (SERC: \) 
in dental enamel cells, 358:217 
isoforms of, in haematopoietic cells, 
358:559 
in rat basophilic leukaemia-1 cells, 353: 
561 
Scatchard analysis, equilibrium constant 
calculations in, parameters affecting, 
359:411 
Scavenger receptor class B, intestinal, 
down-regulation of, 356:317 
Scavenger receptor protein gp-340, sali- 
vary agglutinin identical to, 359:243 
Schizophyllum commune, trehalose phos- 
phorylase from, 356:75 
retaining glucosyl transfer catalysed by, 
360:727 
Scorpion toxin, oxidation/folding of, 358: 
681 
Scorpion venom, amphipathic antimicro- 
bial peptides from, 359:35 
Sd*-antigen-like structures, from descend- 
ing colon mucin glycans, 358:657 
Secretory component gene, androgen re- 
ceptor-specific DNA binding to com- 
ponent in, 353:611 
Secretory pi ithway 
early, p24 cargo receptor localisation in, 
360:421 
green fluorescent protein oligomerisa- 
tion in, 360:645 
Selenium 
single chain abzyme containing, 359:369 
and transcript abundance and transla- 
tional efficiency of glutathione perox- 
idase-1 and 4, in liver, 357:851 
Self-association, of Tom40p from yeast, 
356:207 
Semicarbazide, amine oxidase activation 
sensitive to, adipocyte differentiation 
and, 358:335 
Semiquinone radical, of pyrroloquinoline 
quinone, calcium in stabilisation of, 
357:893 
Sepsis, catabolic muscle in, cathepsin L in, 
360:143 
SERCA (skeletal muscle sarcoplasmic re- 
ticulum/endoplasmic reticulum 


“aATP and Mg? 


vs) 
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ATPase), structural similarities with 
Na,K-ATPase, 356:685 

Serine kinase, phospholipase D1 interac- 
tion with, 354:369 

Serine phosphorylation 

p53 turnover regulation dependent on, 
359:459 
and TNF-a activation of protein kinase 

B, 359:119 

Serine protease isoforms, of snake venom, 
354:161 

Serine/threonine/histidine kinase  do- 
mains, in cyanobacterial protein 
HstK, 360:639 

7B2 protein, structure and functions of, 
357 329 

Sex hormone- binding globulin, eukaryotic 
expression system for, 360:609 

Sf9 cells, regulated palmitoylation of 5- hy- 
droxytryptamine 4(a) receptor in, 
353:62 

Shed furin, mapping cleavage determi- 
nants of, 354:689 

SHERP gene expression, in Leishmania 
intracellular membranes, 356:335 

Sialic acid-binding immunoglobulin-like 
lectin, CD33-related, association with 
Src homology domain-containing 
protein tyrosine phosphatases, 
353:483 

Sialic acid-binding receptor, Siglec-10 as 
leucocyte expression of, 355:489 

Sialidases, G,,, and G,,, degradation by, 
360:233 

Siglec-10, characterisation and leucocyte 
expression of, 355:489 

Signal transducer and activator of tran- 
scription (STAT)-3, IL-3 activation 
of, IL-1l-induced, inhibition of, 
294.7703 


3 


Signal transducer gp130, membrane-prox- 
imal extracellular domains of, 356: 
605 

Signal transduction 

lipid phosphate phosphohydrolase in, in 
lungs, 358:637 

studies of, recombinant aequorin and 
green fluorescent protein in, 355:1 

tetanus toxin heavy chain C-terminal 
portion of, 356:97 

Skeletal muscle 

calcium channel in, caffeine and cresol 
sensitivity of ryanodine receptors in, 
360:97 

calcium pump in, structure and mecha- 
nism of, 356:665 

contractile proteins in, dimethyl sul- 

hoxide and, 358:627 
GLUT in, characterisation of, 359:443 


lipoprotein lipase in, unc — pro- 


tein 3 expression and 
regeneration of, tensin in, 356:737 


in, in chicken, 353:521 
wasting, cathepsin L in, 360:143 
Skeletal muscle sarcoplasmic reticulum 
endoplasmic reticulum Ca~* -ATPase 
(SERCA), structural similarities with 
Na,K-ATPase, 356:685 


healing, dermatan sulphate in, 358:157 

SLC2A11 gene, GLUT! by, char- 
acterisation of, 359:443 

Slime mould, GTP cyclohydrolase | 
mRNA in, 355:499 

Smad transcriptiona il activity, TGF-B and 
p8 gene in, 357:249 

Smooth endoplasmic reticulum mem- 
brane lipids, cholesterol homoeosta- 
sis and, 358:415 

Smooth muscle 
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355:563 
tranci A TD > 
Skin 
fragile, in inactive alleles for ADAMS, 3 
355-771 
| 


aortic, glucose transport in, CAMP and 
cGMP regulation of, 353:513 


caffeine/ryanodine-sensitive stores 
in, 357:363 


calponin gene in, G protein-coupled re- 
ceptor activation of, 357:587 
cGMP-dependent protein kinase activa- 
tion of phosphodiesterase 5 and inhi- 
bition of guanylate cyclase in, 360: 199 
Smooth muscle cells 
of aorta, sphingosine |-phosphate regu- 
lation of DNA synthesis and migra- 
tion in, 353:139 
tracheal, bradykinin-mediated _ phos- 
hydrolysis and Ca*~ mo- 
ilisation in, IL-18 enhancement of. 
§4:439 
vascular, cyclic nucleotide phosphodies- 
terase 3A in, 353:41 

Snake venom, serine protease isoforms in, 
354:161 

SNAP: see Soluble N-Ethylmaleimide-sen- 
sitive fusion protein attachment pro- 
tein. 

SNARE: see Soluble N-Ethylmaleimide- 
sensitive fusion protein attachment 
protein 

SNARK: sce Sucrose-nonfermenting pro- 
tein kinase/AMP-activated protein 
kinase-related kinase. 

S-nitrosoglutathione catabolism, ergothio- 
neine and, 356:799 

SOCS-3: Suppressor of cytokine sig- 
nalling-3. 

Soluble N-Ethylmaleimide-sensitive —fu- 
sion protein attachment protein 
(SNAP), cysteine residues of, in 
SNARE disassembly and exocytosis, 


357:625 


bi 
3 


Soluble N-Ethylmaleimide-sensitive fu- 
sion protein attachment protein re- 
ceptor (SNARE), disassembly and 
exocytosis of, SN: residues 
in, 357:625 

Sorting nexin 1, endosome-localised pro- 
tein family related to, 358:7 

Sound attenuation, of polymerising actin, 


Soya bean, oxidative burst signalling path- 
way of. MAP kinase activation in, 
S05:795 

Soya bean rhizobia, bacterium B33 from, 
capsular polysaccharide structure of, 
357:505 


Spl. CYP2B/ gene regulation by, 355:71 


Sp1/Sp3, in transcriptional regulation of 


cystathione B-sy nthase, 357:97 
Sp17, somatic, 35 


Specificity protein, in MN/CA 9 promoter, 


359:669 


Spermatogenesis, zinc finger protein 
ZNF230 and, 359:721 
Spermidine, binding of, deoxyhypusine 


synthase mutation and, 355:841 
Spermidine/spermine N-acetyltransferase 
(SAAT) 


polyamine biosynthesis and catabolism 
accelerated by, 358:343 
regulating gene for, polyamine-modu- 
lated factor-I interaction with NF- 
E2-related factor 2 in, 355:45 
ubiquitination of, inhibition by poly- 
amine analogues, 358:137 
Spermine synthase deficiency, caspase ac- 
tivation and, 355:199 
Sphingomonas paucimobilis, B-1,4-glucu- 
ronosyltransferase GelK from, bio- 
chemical characterisation of, 358:457 
Sphingomyelinase, neutral, in microdo- 
mains, caveolin-scaffolding domain 
inhibition of, 355:859 
Sphingosine, apoptosis induced by, lysoso- 
mal proteases and, 359:335 
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Sphingosine |-phosphate, in DNA synthe- 
sis and migration, in smooth muscle 
cells, 353:139 

Sphins gosylphosphocholi ne, in regulation 
of cardiac function, 355:189 

Spot 14 protein, in transcription of L-type 
pyruvate kinase gene, 358:175 

Src, in mediation of VEGF-induced focal 
adhesion kinase phosphorylation, 
360:255 

Sre family tyrosine kinases, in regulation 
of ERK activation induced by G pro- 
tein-coupled receptors, 360:7 

Src homology domain-containing protein 
tyrosine phosphatases, CD33-related 
sialic acid-binding immunoglobulin- 
like lectin association with, 353:483 

Src homology 3 domain, in Nek-2 interac- 
tion with IRS-1, 354:315 

Sry-type high mobility group box (SOX) 
transcription factors, in chondrocyte 
de-differentiation, 360:461 

Starch-branching enzyme isoforms, in kid- 
ney bean seeds, 359:23 

Starvation, protein phosphatase | regula- 
tory subunit R5 in, 360:449 

STAT-3: see Signal transducer and activa- 
tor of transcription (STAT)-3. 

Stearoyl-CoA desaturase gene promoter, 

analysis of, 357:183 

Stellate cells, hepatic, cysteine- and gly 
cine-rich protein 2 as marker of, 359: 
485 

Stem cell differentiation, in neuroblas- 
toma, retinoblastoma gene family 
and, 360:569 

Sterility, male, in inactive alleles for AD- 


Steroid co-activator-1, CYP2B/ gene reg- 
ulation by, 355-71 

Steroid hormone uptake, eukaryotic ex- 
pression system for, 360:609 

Steroid receptor-mediated and cell mem- 
brane receptor-mediated pathway in- 
teraction, mouse kidney c-Met and 
ornithine decarboxylase gene expres- 
sion and, 353:317 

Steroidogenic acute regulatory protein 
(StAR). molten-globule structure of, 
356:151 

Sterol A°-isomerase, in liver, molecular 
characterisation of, 353:689 

STIM: see Stromal interaction molecule 
gene family. 

Streptococcus pneumoniae, UDP-N-acety- 
lenolpyruvylglucosamine — reductase 
from, 355:425 

Streptozotocin, diabetogenic action of, 
potential mechanism of, 356:31 

Stress, glyoxalase responsive to, in nema- 
tode, 353:445 

Stress fibres, LIM-kinase 2 induction of, 
354:149 

Stromal interaction molecule gene family, 
identification and characterisation of, 


929.272 


Stromelysin 1, perimenstru: il activation of 
progelatinase B by, 358:27 7S, 

Submandibular acinar cells, Ca~~ signal- 
ling in, effects of inositol trisphos- 
phate, cADP-ribose, and nicotinic ac- 
id-ADP on, 353:555 

Sucrose 

in regulation of UDP-glucose pyrophos- 
phoryli ise. gene, in Arabidopsis, 
354:67 
in sugar cane culm, 358:437 

Sucrose- protein kinase 
AMP-activated protein kinase-re- 
lated kinase (SNARK), identification 
and characterisation of, 355:297 

Sugar cane culm, sucrose accumulation in, 
358:437 

Sugar transport, intestinal, dietary and de- 
velopmental regulation of, 360:265 
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Suicide, xanthine oxidoreductase inactiva- 
tion by, during inorganic nitrite re- 
duction to nitric oxide, 358:325 

SulA, Lon protease cleavage of, histidine 
regulation of, 358:473 

Sulphate transporter SHST1, important 

proline residues in, 356:589 

Sulphatides, neutrophil spreading trig- 

gered by and 5-lipoxygenase inhibited 

by. 359:62 


Sulphoacetaldehyde ly ase, from 
Desulfonispora hiosulfatigenes, 
357:581 

Sulphotransferase, canine SULTIDI as 


new family of, 356:891 
SULTIDI, canine, as new family of sul- 
photransferase, 356:891 
Superoxide, generation from neuronal ni 
tric oxide synthase, 360:247 
Superoxide ani i on, mitochondrial genera- 
tion of, 353:411 
Superoxide Peis ise, PMA and cytokine 
synergistic induction of, NF-«B in, 
353:147 
Suppressor ot signalling (SOCS) 
in IL-3 and IL-11 negative cross-talk. 
353:223 
IL-9 signalling and, 353:109 
Suramin analogue, calmodulin binding in- 
hibition by, 355:827 
Surfactant-associated protein C, dansyl-la- 
belled, in phospholipid bilayers, 359: 
651 
Survival factor-induced Bad phosphoryla- 
tion, Bel-2 and, 359:345 
Synapsin I ps eptides, lipid membrane inter- 
action with, 354:57 
Synaptotagmin NII, cloning and charac- 
terisation of, 354:249 
Syncollin, pi increatic membrane zymogen 
granule interaction with, cholesterol 
and, 356:843 
Synovial cells 
caveolae/lipid rafts in, ectopeptidases 
in, 354:4 
hyaluronan synthase regulation and ex- 
pression in, 354:17 
Synovial fluid, aggrecan core protein pro- 
teolysis in, 358:615 
System A amino acid transporter, in skel- 
etal muscle and adipose tissue, 355: 
563 
System L permease LATI, in placental 
amino acid and iodothyronine trans- 
port, 356:719 


I cell activation, system L amino acid 
transporter regulation during, 
358:693 

TA3 Hi { mammary carcinoma cells, epigly- 

anin biosynthesis and shedding in, 

£ andem FYVE fingers, in phosphatidyl- 
inositol 3-phosphate-binding protein, 


Tandem mass spectrometry, in biochemis- 
try, 355:545 

Tandem pleckstrin homology domain- 
containing protein | (TAPP1), phos- 
phatidylinositol 3.4-bisphosphate- 
binding PH domain of, structure of, 


358:287 

TAPP: see Tandem pleckstrin homology 
domain-containing protein 1 
(TAPP1). 


Tau protein 

DYRK kinase phosphorylation of, 355: 
609 


mutated, 


TAXI: see Triticum aestivum endoxylanase 
inhibitor. 

Tears, lipocalin in, as lipid scavenger in- 
duced by oxidative stress, 356:129 
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Telomerase, protein kinase C¢ regulation 
of, in nasopharyngeal cancer cells, 


Temper: iture, in regulation of UDP-glu- 
cose pyrophosph 1orylase gene 354:67 
Fensin, in skeletal muscle regeneration, 


3975 


356:73 
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